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NTDB id 1041 H0N27 RS14740 WP 005124713.1 MQYSMRFWKNKYFLLIMLCLGVISPSVCAQSFDQNFQEWKAKQQMYDQKLNITKSSHSNGSKISQT......KNFNDSTG 74
NTDB id 1069 ABD1 RS03060 WP 043960841.1 MQYSMRFWKNKYFVLIMLCLGVISPSVCAQSFDQNFQEWKVKQQMYDQKLNISKSSHSNSSKISQT......KNFNDSTG 74
NTDB id 313861 CDG61 RS03385 WP 087551340.1 MTIKAHTFYQF.ICIFLSAVLWSFQGVHAQQFDQQYLKWKAEQEAQDQKLKGNTADYYLSRPTVTTVGSSKKTAAAATGN 79
NTDB id 1014 ACIAD RS13855 WP 004924483.1 ..MSIRHFFTF.FWAT.LLTLFSMQIVFAQGFDQQYDAWKTQQKAHDTRLNSSASHHSLSKPT..........QQSGTGV 66
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NTDB id 1041 H0N27 RS14740 WP 005124713.1 QIHLNQANVNEFQQLKGVGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL 136
NTDB id 1069 ABD1 RS03060 WP 043960841.1 QIHLNQANVNEFQQLKGIGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL 136
NTDB id 313861 CDG61 RS03385 WP 087551340.1 KVSLNSATLEQLQQLTGVGQKKAQAIIDYRQKNGKFKSVEELDQVKGIGPALMEKNRARLAL 141
NTDB id 1014 ACIAD RS13855 WP 004924483.1 KVNINSATAKELQQLHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRDRLAI 128
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X non conserved

X similar

X ≥ 50% conserved


