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NTDB id 1006 ACIAD RS15005 WP 004923843.1 .MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKGFDAT.YLYQDKSG 78
NTDB id 313855 CDG61 RS02055 WP 171405566.1 MVMRLYRGFTLIELMIVVAIIAILAAIAYPSYQEYVRKTKRAEMQSEMMSIATNLQSYRAINHNYTGA.KLSNSGLSQ.. 77
NTDB id 1007 ACIAD RS15000 WP 004923844.1 ..MRVRHGFTLIELMIVVAIIGILAAIAYPSYQNYKIRVNRSDVQSELIRVSQQLQSYKMVNHGYANA.SLAGLGNAA.. 75
NTDB id 1062 ABD1 RS15720 WP 000788345.1 ....MKNGFTLIEIMIVVAIIAILAAIATPSYLQYLRKGHRTAVQSEMMNIAQTLESQKMVNNRYPSNATIQSIYGSN.. 74
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NTDB id 1006 ACIAD RS15005 WP 004923843.1 QTLAKFDSTKQIVQLPLDTSNTKYTLAVVDTTTNNPLLTSANAIGQGWAIKAMSADN....NNYSLLLTNTGFSCKNKTW 154
NTDB id 313855 CDG61 RS02055 WP 171405566.1 .............SFPA.TGTANYTLNLS...........VA..AQTWTLTAQPQ..NGQAGNGHLVLNNLGHKCWTKGS 128
NTDB id 1007 ACIAD RS15000 WP 004923844.1 .............SYPV.TGTAFYTLNLA...........VDSDNQGYVLTATPISSTMQAGNGIICLNQDGQKFWSKAA 130
NTDB id 1062 ABD1 RS15720 WP 000788345.1 .............VSPL.QGKALYTLAFT...........TL.NDSTWVLTATPIANTSQAGDGIICLNDQGQKFWAKGA 128
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NTDB id 1006 ACIAD RS15005 WP 004923843.1 ANISSSSCGT.GSESW... 169
NTDB id 313855 CDG61 RS02055 WP 171405566.1 DDNSGSACAPTALTSWDGR 147
NTDB id 1007 ACIAD RS15000 WP 004923844.1 T.....ACSLSSNSTWDGR 144
NTDB id 1062 ABD1 RS15720 WP 000788345.1 T.....DCALSASSSWTE. 141
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