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NTDB id 1062 ABD1 RS15720 WP 000788345.1 ...MKNGFTLIEIMIVVAIIAILAAIATPSYLQYLRKGHRTAVQSEMMNIAQTLESQKMVNNRYPSNATIQSIY.GSNVS 76
NTDB id 313854 CDG61 RS02020 WP 087549870.1 MHQKIKGFTLIEMMVVIAIIGILAAIAYPTYNNYKVRTNRTDLQNELSLIAQKLQAYHLVHNSYKNADLSVAGYTAPAKY 80
NTDB id 1007 ACIAD RS15000 WP 004923844.1 .MRVRHGFTLIELMIVVAIIGILAAIAYPSYQNYKIRVNRSDVQSELIRVSQQLQSYKMVNHGYANASL..AGLGNAASY 77
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