
logo MKRNNQSHKGLVI LFI SARRIQLFGIS ILMAGLTALIVSAMYIASAMVLI FSMALMQPVAYALSLKAADQANVADS IMLEITKSNLIVDKVVPALMANPQLIAPEGDNQRGVTRELVIKDRLFVQMFDSNEKGPLVLPAKPQALQPRAQGSAFYTIQI
T
L
Q
E
K
Q
NPAPSR I

L
A
V
I LDLFPIDGSKVTAGDQNMQNGKQI

L
A
G
P
K
SDKT

Q
NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILIL..ISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILIL..ISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLG..T 76
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQKLA..K 77
NTDB id 313840 CDG60 RS16745 WP 171405530.1 MNNLFRQFSMGAVAMAVMQAASAQVSITNIVPMQIPGQGTEVRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQNLK..Q 77
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
consensus !* ******** ** ******************************!***** *!*******! !**!!****** * *

logo

N
K
S
L
N
S
K
T

R
V
K
I
A
E
P
S
T

L
I
V
S
T
Q
A
V
L
T
S
G
N
N
S
E
T
L
A
R
H
SS IYVTNDI

V
S
T
V
E
A
S
A
V
D
A
K
G
D
K
D
QRATVSRVALVITI

L
V
E
NLATDKTRDLTSASVGSAYFSTGTSRTVAEGSNI

N
V
T
L
Y
F
F
S
I
V
LVKVLIGNGNS ISKAGPSQASVNTAGTDSGALNSFKTVEANSTAPVKASAPAQVLAPATVSYAKQEPVI

F
K
I
P
T
K
N
P
S
Q
Y
A
V

NTDB id 1257 GCO85 RS04855 WP 163621000.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENS.............KEVFITNQV 145
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENS.............KEVFITNQV 145
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPKPY 156
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT..........PVAT.........SA 138
NTDB id 313840 CDG60 RS16745 WP 171405530.1 NSVAVATSEASSVDVTSDAQRSRLTVNLADAGAFTTRVEGNTFILKINSAGVAGT..........AQPV..........A 137
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK..........PLPV..........V 137
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK..........PLPV..........V 137
consensus *** * ***!****** !*!****! * ********!* ****** * * *

logo

P
Q
S
V
K
P
N
A
P
S
Q
A
A
G
Q
K
P

R
H
Q
A
E
G
V
I
G
R
K
S
R
NIDGFNRQGR I

G
A
E
S
D
K
Q
Q
G
G
EGNRLVLVVIDVLLQSDGPSTTGNLITSPPIVDI

VTQEQVQGGKSEKVIRVLIVDNRTFAPILKNGI
N
T
Q
K
L
V
IPDSLTANHLRTMAVKRRYLDNTVKTSNDFHASTPVAQSFTISVINTDSMASQYAQNQEDSKGDGKSRKNVTVG

NTDB id 1257 GCO85 RS04855 WP 163621000.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRT 236
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNG 218
NTDB id 313840 CDG60 RS16745 WP 171405530.1 QKSAQGISNIGFNRGSDGEGLVVIDLQGSNTPVDVQQQGSKIVVRTLGNKVPSHLTRRLNVNDFATPVSTIDAQNDGSNG 217
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SAQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SAQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
consensus *** *!*!*** **!*!**!* ******!****!************!**! *!*** !!**!! **** *** *

logo

S
R
V
M
I
S
TI ELQPSTKSGLDSYDGEHYLFMVAYQTVADNEKNRQKFLMTVIDS IVLFKPRMLPVQTTADNEKDVENAPRIVERRLQTKNRASPSLKRKLYADNKAKNTFNPQATVNFYSTGENKRKLI SLNDFQNDIDSE I

VRSARVLQL ILADFTDNGLINLMVTVASADKTSVQG
NTDB id 1257 GCO85 RS04855 WP 163621000.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1284 ACE17W RS12370 WP 010946666.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQG 316
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VISIQSTGSYEYMAYQAENKLTISLKRPQDNVR.LNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQG 297
NTDB id 313840 CDG60 RS16745 WP 171405530.1 VITIQSSGSYEYMAYQAENKLTISLKRPVDKNP.LKPRAANTYTGKKISLDFQDIEVRRVLQLLADFTGINMVAADTVQG 296
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VITIQSSGSYEYMAYQAENKLTISLKRPQDKNV.TSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQG 296
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VITIQSSGSYEYMAYQAENKLTISLKRPQDKNV.TSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQG 296
consensus ***!***!*!****!!************ * * * * **!***!!*!!*!**!*!!!!*!!!!**!*!**!*!!!



logo

D
NITLHRLQNKNDI

VPWDQALDLIVI LTKTQKGNLDKRKRLKNGNVLMI LWVIDATPAKVDSASE I
M
L
A
D
I
A
K
R
S
M
AEREDQEQELAEKSAI

V
Q
K
Q
A
T
Q
I
S
A
T
E
V
E
KLEAP I

LRQRSTDELYI LQVILKNYAKATGADI EMAGVKLFI
NTDB id 1257 GCO85 RS04855 WP 163621000.1 DITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLI 385
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLI 385
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLF 396
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLI 377
NTDB id 313840 CDG60 RS16745 WP 171405530.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKAEEEEAKAIAQSVKLAPLQTEYIQLNYAKATDIEKLI 376
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLI 376
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLI 376
consensus *!!!*!***!!!!!!!**!*!**!!!!**!!!*********** !********** *!*!*****!***!!!!*!! !*

logo

Q
K
T
S
D
Q
V
K
G
K
R
T
Q
S

S
N
D
N
S
G
S
G
T
N
N
Q
S
G
E
N
R
L
S
Q
N
HTNSGSGGTSTSTNLNATTGAVAEDAPSDLSGDNNSVGGTSKLELGSGDPRGSKTITSLQVDAPDRTNSTLIWIAVIYQNQDPTQSGAETQRSKLI EDEQLVIRREKI

L
M
V
I
S
K
D
Q
LLDVI SQPVRKQV

NTDB id 1257 GCO85 RS04855 WP 163621000.1 KDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QSVTSDGGQE..........................GKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQV 450
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TQGRNSGTSNSNTNGS.........ATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQV 448
NTDB id 313840 CDG60 RS16745 WP 171405530.1 TQGKNSSNNR................GAAADSDSVGSLLSPRGTISVDPRTNTIIVNDTAQKIDQIRKMIDLLDVSVKQV 440
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQV 456
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQV 456
consensus *** * *******!!*!**! !!!**************!*****!!**!*!!

logo

L
MVI EAR IVERVANSTVKTGDSYFDSTQKSDE I

M
LGI

V
R
KWGGVIASLYRSHPQKTGGHI LNTQWSNSGNSNNTLLGEVYGAGKNSDEGTNTLWNI

L
G
R
I
N
E
K
P
E
D
K
S
E
K
N
D
S
E
G
M
L
N
A
C
RGP I

TATPGSAGCNYTVKFVYPTTLITGTSEKRSPPQDSRNPLFNLVDL
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LIEARIVEVTKDFSQDIGIRWGVSRPTHLSG..TLEGANE.............LARG.TAPANVVPL...ER..RLNLDL 493
NTDB id 1284 ACE17W RS12370 WP 010946666.1 LIEARIVEVTKDFSQDIGIRWGVSRPTHLSG..TLEGANE.............LARG.TAPANVVPL...ER..RLNLDL 493
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MIEARIVEANVGYDKSLGVRWGGAYHKGNWS....GYGKDGN...IGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDL 523
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPDSNG..........TYTI...ERPDNLNVDL 515
NTDB id 313840 CDG60 RS16745 WP 171405530.1 MVEARIVRATTDFTKEMGVKWGILSQGITNNNNLLVGGSDTTLWNLREPEEDS.....TTGGYKYTI...ERPQNLNVDL 512
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDE.....TTGGYKYTI...ERPDNLNVDL 528
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDE.....TTGGYKYTI...ERPDNLNVDL 528
consensus **!!!!!**** *****!**!!****** ** *************** * * * ** *** *** ****!!

logo

AAAVPLT
G
A
G
V
K
A
S
T

D
N
T
A
S
T
P
A
G
T
S
A
G
V
S
K
G
S IGAI

L
F
A
G
F
K
L
L
I STLMNDSNDI

F
I
L
MLDLQELSAMLEQKSATEDGNRYAGE I

L
V
V
I SQSTPRKLVLVIMS

T
S
T
A
N
D
Q
K
E

Q
K
A
TAVKI

V
L
M
E
A
K
S
TGSTVEQQE I

VPYQESTAESTGNSGSAGVANGTASVTSAKSATVT
NTDB id 1257 GCO85 RS04855 WP 163621000.1 AAVPLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AV 569
NTDB id 1284 ACE17W RS12370 WP 010946666.1 AAAPLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AV 569
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .....GAKDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGAT...ST 593
NTDB id 1009 ACIAD RS15175 WP 004923730.1 .....GVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATT 590
NTDB id 313840 CDG60 RS16745 WP 171405530.1 .....GVTTSGASKIAFGLISLSDFMLDLELSALQADGYGEVISTPKVLTADKQAAKVMSGTQIPYQSAEGGGVNAVSKT 587
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .....GVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATT 602
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .....GVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATT 602
consensus ******* !***********!!!*!!!****!**!**!*!******** !** *! **!!!*** *** **



logo

E
A
SFVKEKDAATVLLSLDEKNVTPNQS ITPDNGRKI ILQVMMDEKVLKNQDVIANSTNQKDATS IPVDGNASSTYGPQNYQAMATLQFPTLNGQEVAFLPPTAI LI INTKKNQTNEVIQNATKNI

VLVDNDNGQETI
V
I
V
I
LGGI

V
Y
F
S
K
E
N

Q
E
V
D
T
Q
S
K
T
S
T
M
N
K
N
A
T
V
S
I
V
Q
E
I
N
T
R
K
I
VPF

NTDB id 1257 GCO85 RS04855 WP 163621000.1 AFKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPF 648
NTDB id 1284 ACE17W RS12370 WP 010946666.1 AFKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPF 648
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPF 673
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SFKEALLSLEVTPNITPDGKILMELNIANDSINS.YAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPF 669
NTDB id 313840 CDG60 RS16745 WP 171405530.1 EFVDATLSLDVTPSITPDGKIQMMLDITNDSVGT.ATPTGQFTINKNQINTNVLVDNGETVVLGGIFEQVSTNTQIKVPF 666
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPF 681
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPF 681
consensus *!**!*!!! !!!*!!!!**!**** ***!** *! **** *****!!**!*!***!!**** * *** **!!

logo

L
FGEDI

LPYVI
L
VGI

RLFKSRRNKTRDASTQVVIKTSELDARDKNKSENQELLVI FLIVTPR IMIVTNNDQSATAIVL IVASAGIR I
T
N
G
T
H
R
I EGREKDVYK

NTDB id 1257 GCO85 RS04855 WP 163621000.1 FGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 FGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 313840 CDG60 RS16745 WP 171405530.1 LGDLPYIGRLFRKDSKSDKKSELLIFVTPRIVNDSVSRNH.......... 706
NTDB id 1052 ABD1 RS15850 WP 001017033.1 FGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 FGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
consensus *!**!**!*!!*** ******!!!*!*!!!!***** **

X non conserved

X similar

X ≥ 50% conserved


