
logo

MIKNKYIHIRS IASRLAARSSSARL
M
S
TRASKSGFTLVELLVAIA I FAVLSALLGWKI

VFDYLLSKVRSDERNAEEMHEAVHNLFSAELQDEAHYQQ
NTDB id 313823 CDG60 RS10330 WP 087512291.1 ........................MSRSKGFTLVELLVAIAIFAVLSALGWKVFDYLSKVSERNEMHEANLSALQEAHQQ 56
NTDB id 1076 ABD1 RS08075 WP 000594585.1 MIKNKYIHIRSIASRLAARSSSARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRDRNAEHEVHLFELQDAYQQ 80
consensus **************************! !!!!!!!!!!!!!!!!!! !!!!*!!!! !! *!! !! *! !!*!*!!

logo I LRDSTLQIAIPLSTANI
Q
G
KGEQLTAHPALEI ILDQNGQI

VL IRFSKATGVTDPLAKQGLTPSPDFER I
VEYRYDRADEQKKLYRLKYSTNYLNQTSTGNQREQPLVS

NTDB id 313823 CDG60 RS10330 WP 087512291.1 ILRDSLQIAPLTANIKGETAPALILQNGVLIFSKTGVTDPLAQGTPPDERVEYRYRADEKKLYRLKYSYLNQTGQEQPVS 136
NTDB id 1076 ABD1 RS08075 WP 000594585.1 ILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQKKLYRLKYTNLNTSNREQPLS 160
consensus !!!!*!!! !!*!! ! *!!! * ! *! !!! !!!!!! !! *! !!*!!!! !! !!!!!!!!* !! * !!!*!

logo STVLLESNQVDEQYDQI
V
M
SVLNTPAQELVKTKSWPEAVNTAIDAPETKNPVNQEQKLAKKLLPKRGIKMI

L
Q
SLTVAQGI

V
N
SYEQWI

LYSLLNNQGTDFLLSKLQSEQAEGVKNS
NTDB id 313823 CDG60 RS10330 WP 087512291.1 SVLLENVEQYDVSVLNPAELKSWPEATADAENVQQKALLPRGIMLSLTVQGISYQWLYSLLNTDFLKQEAVK. 208
NTDB id 1076 ABD1 RS08075 WP 000594585.1 STLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNYEWIYSLNQGDLSLSQEGNS 233
consensus ! !! *!*!! * !! ! !* !!! !* ** !!*!! * !!! !* ! !*!!! * ! *

X non conserved

X similar

X ≥ 50% conserved


