
logo MKKVFLKNGMPVNSFHNALGI
LKKHQLLALALVCTVGSVAGAIGMTI
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AAPTASPRNHVNPPASLKASGNAPNQVYVVKKRGDTLWDI SGKHRFLKNKNPVWRW

NTDB id 313809 CDG60 RS01675 WP 087514174.1 MKKVLKGMPSFNALGLKKQLLALAVCVSVGAGMVSVAEAAPARNVNPPALKAGAPQVYVVKKGDTLWDISKRFLKNPVRW 80
NTDB id 1053 ABD1 RS00870 WP 000755276.1 MKKVFNGMVNFHALGIKKHLLALALCTGVAIGTIAEVH.ATSPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRW 79
consensus !!!! !!* !*!!!*!!*!!!!!*! !* ! * **!* *!*!!! !! !!*!!!!!*!!!!!!!! *!! ! !!

logo PE IWASNKQHVKNPHWI FYPGDRLLLMCSTLYDNGKRP I
L
I
VGKDEGDGCEVGI IRRYTGGQTTHKLQPQVR I

VEASLNNAS IVPVIPLEHYIKQWL
NTDB id 313809 CDG60 RS01675 WP 087514174.1 PEIWASNKHVKNPHWIFPGDRLLMCTYNGKPIIGKDEGDGCEGIIRRYTGGT.KLQPQVRIESLNNAIPVIPLEYIKQWL 159
NTDB id 1053 ABD1 RS00870 WP 000755276.1 PEIWASNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTHLQPQVRVEALNNSVPVIPLEHIKQWL 159
consensus !!!!!!! !!!!!!!!*!!!!!!*!* !*!**!!!!!!!! !!!!!!!! !**!!!!!!*! !!! *!!!!!!*!!!!!

logo ENRSTI ILPAQDSAS I ETGNTPYI LVGTASDQRVLMAAGKGQTI
VYARGNQGL IVANGQRYASVYREGEPYMYFTDANKGKKHYNSALGI

LELLTQVASGI
VAI

V

NTDB id 313809 CDG60 RS01675 WP 087514174.1 ERSTIIPQSAIEGTPYILGTSDQRVMAAKGQTVYARGNGLVAGQRYSVYREGEPYMFTDAKGKKYNAGLELTQVASGIAI 239
NTDB id 1053 ABD1 RS00870 WP 000755276.1 ENSTILPADSITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAV 239
consensus ! !!!*! ! !!!!*!! !!!!*!*!!!!*!!!!*!!* !!!! !!!!!!!! !!! !!!!* !*!! !!!!!*!*
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A
DGGKQI IVRVMGS IGRTAAKNSVVTI

LDRGTLTQGI
VQVG

NTDB id 313809 CDG60 RS01675 WP 087514174.1 RGENDITTIELTDTYNGEVRRGDRVLPEYDPMLPTLFYPTHAEDIAAGGQIVRVMGSIGTAAKNSVVTIDRGTLQGVQVG 319
NTDB id 1053 ABD1 RS00870 WP 000755276.1 SSEKDITTLELTDSYNAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVG 319
consensus ! !!!!*!!!!*!!*!!!!!!!!*!! * !!!!!!! *! * !! !*!!!!!!! !!!!!!!!*!!!! !!*!!!
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VQLPGQQRIGNS ILMVFKRATFDNQLSYAYVLDESDELP IKVGASGS IQPSPLQFMDNDE
NTDB id 313809 CDG60 RS01675 WP 087514174.1 HVLAVSQKGETVTDPKTHERVQLPGQRIGNIMVFKAFDNLSYAYVLDSELPIKVGAGIQPPLMDE 384
NTDB id 1053 ABD1 RS00870 WP 000755276.1 QVFDITQQGESIRDPKTKEVIQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQSPQFND 384
consensus *! **! !!** !!!!*! *!!!!! !! *!!!* !!*!!!!!!!*!*!!!!!! !!*! *

X non conserved

X similar

X ≥ 50% conserved


