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NTDB id 377 SMU RS09275 WP 002262344.1 .PLLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHKRVIGQDDAVSSISRAIRRNQSGIRVGKRPIGSFMFLGP 553
NTDB id 297 STER RS00545 WP 011680614.1 .AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGP 556
NTDB id 329 STU RS10020 WP 011225298.1 .AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGP 556
NTDB id 31375 SEZ RS05260 WP 012515692.1 ..E.GQKVTATVNDIAESVERLTGVPVSNMGANDLERLKEISNRLKGHVIGQDGAVEAVARAIRRNRAGFDDGNRPIGSFLFVGP 451
NTDB id 601 KW2 RS02615 WP 021036805.1 ..TDEDMPVITEKDIEQIVEQKTQIPVGDLKEKEQTQLINLADDLKAHVIGQDEAVDKISKAIRRSRVGLGKPNRPIGSFLFVGP 482
NTDB id 378 SMU RS02690 WP 002263569.1 ..DKENTPVITEKNIEVIVEQKTNIPVGELKEKEQSQLIHLADDLKTRVIGQDAAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGP 489
NTDB id 241 SP RS04015 WP 000882523.1 ..TDQDTPSISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGP 488
NTDB id 281 KZH43 RS03550 WP 000882517.1 ..TDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGP 488
NTDB id 245 SPD RS03860 WP 000882517.1 ..TDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGP 488
NTDB id 243 SPR RS03635 WP 000882517.1 ..TDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGP 488
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NTDB id 377 SMU RS09275 WP 002262344.1 TGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEG.GELTEKVRNKPYSVLLFDEVEKAHPDIFNIL 637
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NTDB id 289 SPD RS10700 WP 001109677.1 LQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLS 719
NTDB id 287 SP RS11210 WP 001109712.1 LQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLS 719
NTDB id 377 SMU RS09275 WP 002262344.1 LQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKSFSQDYKAMESRILEELKKVYRPEFINRIDEKVVFHNLG 722
NTDB id 297 STER RS00545 WP 011680614.1 LQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLE 725
NTDB id 329 STU RS10020 WP 011225298.1 LQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLE 725
NTDB id 31375 SEZ RS05260 WP 012515692.1 LQVLDDGRLTDGQGNTINFKNTVIIATSNAGFGHQ..AGDS......AD.....QEPAIMERIAPYFRPEFLNRFNGVIEFNHLA 608
NTDB id 601 KW2 RS02615 WP 021036805.1 LQILEDGRLTDAQGRTVSFKDSLIIMTSNAGTGKV..EASVGFGAAREG.....RTKSVLGQLGDFFSPEFMNRFDGIIEFSALS 644
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NTDB id 85 BSU 00860 NP 387967.1 KKHLTEIVSLMSDQLTKRLKEQDLSIELTDAAKAKVAEEGVDLEYGARPLRRAIQKHVEDRLSEELLRGNIHKGQHIVLDVEDGE 800
NTDB id 610 V4T04 RS10165 WP 012897346.1 SQEIEQIVKIMSKSLIKRLAEQDIHVKLTPSAVKLIAEVGFDPEYGARPLRKALQKEVEDLLSEQLLSGEIKAGNHVSIGASNKK 809
NTDB id 290 KZH43 RS10025 WP 001109677.1 SDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQ 804
NTDB id 289 SPD RS10700 WP 001109677.1 SDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQ 804
NTDB id 287 SP RS11210 WP 001109712.1 SDHMQEVVKIMVKPLVASLTEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSTLKIGVKAGQ 804
NTDB id 377 SMU RS09275 WP 002262344.1 QEDIRHIVKIMVAPLIAHLADQGITLKFQPSALKHLALAGYDAEMGARPLRRTLQTEVEDKLAELILSGKLASGQTLKIGIQKEK 807
NTDB id 297 STER RS00545 WP 011680614.1 EEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDK 810
NTDB id 329 STU RS10020 WP 011225298.1 EEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDK 810
NTDB id 31375 SEZ RS05260 WP 012515692.1 KKDLQEIVALMLAEVNQTLAKKGISLEVTDDVKERLIDLGYDHAMGVRPLRRVIEQEIRDRITDYYLDHPTAKHLLAS.LDQDTI 692
NTDB id 601 KW2 RS02615 WP 021036805.1 KENLLKIVDLMLDEVNEQIGRNDIHLSVTQAAKEKLVDLGYNPAMGARPLRRTIQENIEDSIADFYIEHPEYKQLVAD.LIDDKI 728
NTDB id 378 SMU RS02690 WP 002263569.1 KDNLLQIVSLMLDDVNQRLAVNAIHLDVTDKVKEKLVDLGYDPKMGARPLRRTIQEHIEDAITDFYLEHPEQKELKAI.MTSNGK 735
NTDB id 241 SP RS04015 WP 000882523.1 KDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLKAV.MTSKGN 734
NTDB id 281 KZH43 RS03550 WP 000882517.1 KDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLKAV.MTSKGN 734
NTDB id 245 SPD RS03860 WP 000882517.1 KDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLKAV.MTSKGN 734
NTDB id 243 SPR RS03635 WP 000882517.1 KDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLKAV.MTSKGN 734
consensus * * *! *!* * ** * * * ** * * * !*** *!*!!!!**** **! *** * *



logo

F
T
V
I
L
I
T
V
Q
K

V
S
F
I
A
E
N
T
D
K
A
K
T
Q
V
I
S

I
S
T
V
A
A
N
Q
V
K
E
KTNVAETVTVKDTSEKSAETVKPSEADKE

NTDB id 85 BSU 00860 NP 387967.1 FVVKTTAKTN.......... 810
NTDB id 610 V4T04 RS10165 WP 012897346.1 IKIAQIV............. 816
NTDB id 290 KZH43 RS10025 WP 001109677.1 LKFDIA.............. 810
NTDB id 289 SPD RS10700 WP 001109677.1 LKFDIA.............. 810
NTDB id 287 SP RS11210 WP 001109712.1 LKFDIA.............. 810
NTDB id 377 SMU RS09275 WP 002262344.1 LKFDIV.............. 813
NTDB id 297 STER RS00545 WP 011680614.1 LTFTVV.............. 816
NTDB id 329 STU RS10020 WP 011225298.1 LTFTVV.............. 816
NTDB id 31375 SEZ RS05260 WP 012515692.1 TISEK............... 697
NTDB id 601 KW2 RS02615 WP 021036805.1 VISNQTQETAETTDEEVPAE 748
NTDB id 378 SMU RS02690 WP 002263569.1 IVIKASNK.VETVTKATSD. 753
NTDB id 241 SP RS04015 WP 000882523.1 IQIKSAKK.AEVKSSEKEK. 752
NTDB id 281 KZH43 RS03550 WP 000882517.1 IQIKSAKK.AEVKSSEKEK. 752
NTDB id 245 SPD RS03860 WP 000882517.1 IQIKSAKK.AEVKSSEKEK. 752
NTDB id 243 SPR RS03635 WP 000882517.1 IQIKSAKK.AEVKSSEKEK. 752
consensus *

X non conserved

X similar

X ≥ 50% conserved


