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NTDB id 1154 A1552VC RS20525 WP 001884047.1 MPQPCTNTRSCPCPLTCQYNAMVTVSPSISIFIHSANWQDEAHYPDSWLAMLTHWLRKTTAPLLTPECHLCRLALD...T 77
NTDB id 313707 D1115 RS14390 WP 128812010.1 ..................................................MLSHQWQNIMHRVLGSQCGLCRFPINAYQA 30
NTDB id 1398 DSB67 RS00645 WP 029388870.1 ..................................................MLSHQWQNIMHRVLSSQCGLCRFPIPHRQT 30
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NTDB id 1154 A1552VC RS20525 WP 001884047.1 NSPFGVCSACQAWLEHGYRCARCGLPTLT.........................PVDQCGQCLGQPPPWRKLMCVGDYRF 132
NTDB id 313707 D1115 RS14390 WP 128812010.1 TNPLRWCEHCFAQLNPIQRCARCGLAMTNEQAVTTVLASTKQANQINQTTQIDQAKIPCGACLRDPPPWQRLFTLGDYDF 110
NTDB id 1398 DSB67 RS00645 WP 029388870.1 PNLMRWCDSCFDHLTPIERCMRCGLKMTEEES.....................QAATECGECLKEPPPWRRLYTLGDYDF 89
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NTDB id 1154 A1552VC RS20525 WP 001884047.1 PLSDAVHQLKYQRQFWQAPRLAKLLATQINEPAPLLCSVPLHWRRRWQRGFNQSDLLARELANMLNVEYDHQLFARRRAT 212
NTDB id 313707 D1115 RS14390 WP 128812010.1 PLSAQVQRFKDDGEPWHVNALTQLLAQRIEHPAPVITCVPLHWQRYLKRGFNQSHTLARYLANHLEVRFEPNVFKRIKSA 190
NTDB id 1398 DSB67 RS00645 WP 029388870.1 PLSQQVQRFKDHGEVWHVGALTQLLAERVEQPAPVITSVPVHWQRLLKRGFNQSHILAKHLAHHLDVRYENKVFKRVKNV 169
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NTDB id 1154 A1552VC RS20525 WP 001884047.1 PHQQGLSKAQRIHNLRDAFVLNHPPNQPHVAIVDDVVTTGSTIRHLCDLLLDVGVQSIDIYCICRTPEPKDSHG 286
NTDB id 313707 D1115 RS14390 WP 128812010.1 PSQRGHKKSNREQNLKGAFALKGKVRDSHVAIVDDVVTTGSTVRQLCDLLLEVGVESIDIYCICRTPAPGSL.. 262
NTDB id 1398 DSB67 RS00645 WP 029388870.1 QSQRGNKKASREQNLQGAFALRGEVDFSHVAIVDDVVTTGSTVRQLCHLLLEVGVESIDIYCICRTPAPGSL.. 241
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