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DICDPYFSEITRGIEDAAMEHGYLVLLGDSGQQK RENSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF
DICDPYFSEITRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF
DICDPYFSEIIRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF

1 Tarly Ta QYSVvTQFng AKA
A E{E{ TVH DN{TQAFEAVNY{TS{ HKR AQVS EHAA{ QFRQQ YQQA{RRA SKNAT TECE Tl AV
APELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPMEBIAINLCQFREIQGYQQALRRAGITNINPYY[GMNAEDF FE GAKA
APELELPTVHIDNLT AFEAVNYLTEILGHKRIAQ SGP TAVLCQFRQQGYQQALRRAGITENRAQYSV TDFSFEGGAMA
APELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGP TAVLCQFRQQGYQQALRRAGI I PQYSV T FSF GGAKA
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VRALLE\LPENPTAIFCHNDTMAIGAIQEAKRLGLRVPQDLSVVGFDDIQFAQYCDPPLTTISQPRYEIGRQAMLMMLELL
VRKLLELEJEPPTA FCHCDTMAIGAIQEAKRLGRVPQDLSVVGFDDIQFAQYCDPPLTT SQPRYEIGRQAMLMMLELL
VRKLLELPEPPTAIFCHCDTMAIGAIQEAKRLGLRVPQDLSVVGFDDI FAQYCDPPLTTISQPRYEIGRQAMLMMLELL
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