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NTDB id 1028 TT RS08215 WP 011173991.1 VEV.KPDPETLRRLGLSEAEIQ..GARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIARRKGM 862
NTDB id 1355 HI 0298 AAC21962.1 GNL............................ANSCDCH.QGYRGRIGVYQFLHWQQN.................DYQTDF 435
NTDB id 1366 NTHI RS01950 WP 011271972.1 GNL............................INSCDCH.QGYRGRIGVYQFLHWQQN.................GYQTDF 435
NTDB id 1168 A1552VC RS11070 WP 000957200.1 IAV.RPSALLQSQFAFQPNEIL....YEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAKANGM 535
NTDB id 313694 D1115 RS03025 WP 128810218.1 IPQ.PLDAQLQH.IGIVATDLI....YQANPDGCNECT.LGYSGRTGIYEMMHFDESLSEALMTGASIHEIEKLAIANGM 534
NTDB id 1401 DSB67 RS12665 WP 010643259.1 QPQ.EPNSQLQH.IGIANTEQI....FQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAIANGM 534
NTDB id 1293 VP RS12240 WP 005479695.1 QPQ.EHTVQLQH.LGIQTTDNI....FRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAIANGM 534
NTDB id 1110 NGFG RS09235 WP 003689817.1 QEVERPSASALKEVGFTDEDLAK.DWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAYKEGM 531
NTDB id 1251 GCO85 RS07725 WP 011946523.1 AVRDDFTNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQSEGM 547
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IPA.DIPKQSLLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASEKLGF 543
NTDB id 1018 ACIAD RS01685 WP 004920473.1 RPI.QVPERSLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAETLGF 543
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