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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 313676 D0907 RS14440 WP 065978307.1 .MARGVNKVILVGNLGQDPEVRYMPNGNGVANISIATTDSWKDKNTGQMQERTEWHRVVLFGKLAEVAGEYLRKGSQVYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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MKQMLDGSGRAGSNGQSEDGQNGSDGFGGNQQGSAGGMWYNQGQAGQPSAYDEQTEGNGMYQNGQVGQQQGGGYSGDGQGNSSQQEPQYAQNQSGN

NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSG.....GA.....PYDE..........GYGQSQE..... 127
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSG.....GA.....PYEE..........GYGQSQE..... 127
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQG.....GYSDN..YAQNN 147
NTDB id 313676 D0907 RS14440 WP 065978307.1 EGRLQTRKWTDQSGQEKFTTEIVVD.MGGQMQMLGGRGGD.....QQGGGYQGGQSQGGYQGGQQQGGGYGGGSQQAQSN 153
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQ........GGM...PAQGGMNV.............PAQQG 136
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FDDDIPF
NTDB id 1131 NGFG RS05740 WP 003695064.1 AYQRPAQQSRQPAPDAPSHPQEAPA................................APRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 AYQRPAQQSRQPASDAPSHPQEAPA................................APRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NFNGG..NATRPQPA............................................QKPAAQAEPPMDNFDDDIPF 180
NTDB id 313676 D0907 RS14440 WP 065978307.1 SYAPQ..QQSAPAPAQQQRPQQQPAPAPQQNNNQYGGYGQQQSSAPQQGGFAPKPQNAPQGGASNPMEPPIDFDDDIPF 230
NTDB id 1166 A1552VC RS00795 WP 000168289.1 SWGQP..Q....QPAKQHQPMQQSAPQ................................QYSQPQYNEPPMDFDDDIPF 177
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