logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

31363 SEZ RS02675 WP 012515170.1

422
248
207
172
132
512
484

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

SGO RS10255 WP 012131059.1
KZH43 RS00225 WP 000801613.1
SPD RS00240 WP 000801613.1
SPR RS00235 WP 000801613.1
SP RS00260 WP 000801611.1

SMSK321 RS10735 WP 000801634.
SM12261 RS00280 WP 000801588.

31363 SEZ RS02675 WP 012515170.1

422
248
207
172
132
512
484

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

SGO RS10255 WP 012131059.1
KZH43 RS00225 WP 000801613.1
SPD RS00240 WP 000801613.1
SPR RS00235 WP 000801613.1
SP RS00260 WP 000801611.1

SMSK321 RS10735 WP 000801634.
SM12261 RS00280 WP 000801588.

31363 SEZ RS02675 WP 012515170.1

422
248
207
172
132
512
484

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

SGO RS10255 WP 012131059.1
KZH43 RS00225 WP 000801613.1
SPD RS00240 WP 000801613.1
SPR RS00235 WP 000801613.1
SP RS00260 WP 000801611.1

SMSK321 RS10735 WP 000801634.
SM12261 RS00280 WP 000801588.

31363 SEZ RS02675 WP 012515170.1

422
248
207
172
132
512
484

consensus

SGO RS10255 WP 012131059.1
KZH43 RS00225 WP 000801613.1
SPD RS00240 WP 000801613.1
SPR RS00235 WP 000801613.1
SP RS00260 WP 000801611.1

SMSK321 RS10735 WP 000801634.
SM12261 RS00280 WP 000801588.

=

[N

e RIS

WAL

U AR el ShSTRATVE SR LA TSR L EENL N

AEKEMSLSTRATVEPSRILANIQSTSNNRILVNHLEENKLVKKGD
AEKEMSLSTRATVEPSRILANIQSTSNNRILVNHLEENKLVKKGD

AEKEMSLSTRATVEPSRILANIQSTSNNRILVNHLEENKLVKKGD
AEKEMSLSTRATVEPSRILANIQSTSNNRILVNHLEENKLVKKGD

Uk Lo bokor Loorok D 0 Dkkorkor Don 1] [

Q Q
LLVQYQEGAEGVQAE YASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQNETIASQNAAA
LLVQYQEGAEGVQAE YASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQNETIASQNAAA
LLVQYQEGAEGVQAE YASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQNETIASQNAAA
LLVQYQEGAEGVQAE YASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQNETIASQNAAA
LLVQYQEGAEGVQAEMYASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQNETIASQNAAA
LLVQYQEGAEGVQAEMYASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQNETIASQNAAA
T 0ok Dokokokok D Lok Dokrokorokor D 0ok Do D hskn D Dok ook ootk Dokrok Do Dok Dokok | Dkokor Dok D Dok okokor ook 11 R

SR TS Er st AR B oM LS

e

*% |

MO AL SSLE AN 2 e LA MK AV s

QN Q
LLIMQKILEAESGKKVQGNLLDKGKITASEDGVLHLNPETSDS
LLINQKILEAESGKKVQGNLLDKGKITASEDGVLHLNPETSDS
LLIMQKILEAESGKKVQGNLLDKGKITASEDGVLHLNPETSDS
LLIQKILEAESGKKVQGNLLDKGK TASEDGVLHLNPETSDS
LLMQKILEESGKKVQGNLLDKGKITASEDGVLHLNPETSDS

LLINQKILEAESG KVQGNLLDKGKITASEDGVLHLNPETSDS
T kL Lx b1 Lok ] D5 Lok btk ok dokos ko f ok rok Dok D e DD Lo ko

* % %

Petetd

N R NN

oy

170
170
170
170
170
170
170
170

255
252
249
249
249
249
249
249

340
337
334
334
334
334
334
334



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

31363 SEZ RS02675 WP 012515170.1

422
248
207
172
132
512
484

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

SGO RS10255 WP 012131059.1
KZH43 RS00225 WP 000801613.1
SPD RS00240 WP 000801613.1

SPR RS00235 WP 000801613.1

SP RS00260 WP 000801611.1
SMSK321 RS10735 WP 000801634.1
SM12261 RS00280 WP 000801588.1

31363 SEZ RS02675 WP 012515170.1

422
248
207
172
132
512
484

consensus

SGO RS10255 WP 012131059.1
KZH43 RS00225 WP 000801613.1
SPD RS00240 WP 000801613.1

SPR RS00235 WP 000801613.1

SP RS00260 WP 000801611.1
SMSK321 RS10735 WP 000801634.1
SM12261 RS00280 WP 000801588.1

T AL om0 R e AL oS 75 DATATH R gL el

Q Q
TLLAQLYPSLE EGKAKLTAYLSSKDVARIKVGDSVRYTTTHDAGNQLFLDSTITSIDATATKTEKGNFFKIEAETNLTSEQAEK
TLLAQLYPSLE EGKAKLTAYLSSKDVARIKVGDSVRYTTTHDAGNQLFLDSTITSIDATATKTEKGNFFKIEAETNLTSEQAEK

TLLAQLYPSLE EGKAKLTAYLSSKDVARIKVGDSVRYTTTHDAGNQLFLDSTITSIDATATKTEKGNFFKIEAETNLTSEQAEK
JALLAQLYPSLE EGKAKLTAYLSSKFVARIKVGDSVRYTTTHDAGNQLFLDSTITSIDATATKTEKGNFFKIEAETNLTSEQAEK
TLLAQLYPSLE EGKAKLTAYLSSKDVARIKVGDSVRYTTTHDARNQ FLDSTITSIDATATKTEKGNFFKIEAETNLTSEQHEK
INLLAQLYPSLE EGKWYKLTAYLSSKDVARIKVGDSVRYTTTHDAINNQLFLDSTITSIDATATKTEWGNFFKIEAETNLTSI4Q ALK

ko DDk b kokokokkk k% | * 1 Dok kDo b Do Dokok Dokook D oskokosiokok |okok ok PURsesk Dl oo Do DLk | sk sokoskokokok *

RV VE B T VA gk

455

452
LRYGVEGRLQOMITG 449
LRYGVEGRLQOMITG 449
LRYGVEGRLQOMITG 449
LRYGVEGRLQOMITG 449
LRYGVEGRLQOMITG 449
LRYGVEGRLQOMITG 449

NN e N Y R Y N ROy PR

X
]

non conserved
similar
>507% conserved

425
422
419
419
419
419
419
419



