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NTDB id 31354 SEZ RS00770 WP 012514788.1 MNFEKIEQAYELILENSQLIENDLKTHIYDAIVEQNSFYLGAQGASPQVAKNIETLKALQLTKEEWRQAYQFVLIKAGKTEPLQA 85
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
consensus !*!!!!!*!!*!*!*!*!**!**!*!!*!!!**!!!**!!!!*!!******!***!**!*!*!!!!!***!!**!!!*****!!*

logo NHQFTPDAS IGF IMI LY I
LLETGLSTSNQKESSQLDVI LI E IGSGTGNLAQETI LVNHNSHSKS IDYI

L
MGI ELVDDLL IDLSAS IAEDI

V
M
L
G
DSSAVQHF IVQEDAVR

NTDB id 31354 SEZ RS00770 WP 012514788.1 NHQFTPDAIGFIMLYILETLSSQESLDVLEIGSGTGNLAQTILNHSHKSIDYLGIELDDLLIDLSASIAEIMGSSAQFIQEDAVR 170
NTDB id 392 SMU RS09000 WP 002263442.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
NTDB id 401 FSA28 RS09370 WP 002291646.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
consensus !!!!!!!*!!!!*!!*!!*!*****!!**!!!!!!!!!!*!!*!*!*!!!!!*!!!*!!!!!!!!!!!!****!!**!*!!!!!!
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NTDB id 31354 SEZ RS00770 WP 012514788.1 PQLLKESDLIISDLPVGFYPNDDIASRYQVASSDEHTYAHHLLMEQALKYLKKDGFAIFLAPVNLLSSPQSHLLKQWLKGYAQVV 255
NTDB id 392 SMU RS09000 WP 002263442.1 PQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
NTDB id 401 FSA28 RS09370 WP 002291646.1 PQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
consensus !!*!!!!!*!!!!!!!!!!!!!*!!*!!!!!****!!!!!!!!!!!*!!!!!!*!*!!!!!!!*!!*!*!!*!!!*!!*******
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F
NTDB id 31354 SEZ RS00770 WP 012514788.1 ALITLPEAVFGNPANAKSIIVLCKQSNRFAETFVYPIRDLKSVDNVRDFMENFKNWKRDNVI 317
NTDB id 392 SMU RS09000 WP 002263442.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
consensus !*!*!!!!*!****!*!!!*!!*!!!****!*!!!!**!!******!*!!*!!!*!!*!!!*
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