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M FEKIEWAVISL L NEQW ENL TH YDA EQN IJYLGA GARJW INAVpSSWL WAL L KEEWR[ QF WMIKAGN |ZLQ
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS

B O e ST S AL e

NHQFTPD IGFI LY LEQL BJMMSLD EIGSGTGNLA TI NREISEKSIDY GIE DDLLIDLSASIA ESSENE QEDAVR
NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSSVHFVQEDAVR

NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSSVHFVQEDAVR

L K T, B e o

PQ LKESD IISDLPVGFYPNDIIABRYQVA EIMSHTYAHHLLMEQ LKYLKK GIJAIFLAPV LL S)gQSpILLK[AWLgeygNe
PQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL
PQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL
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ALty gl

A I LPEA F[§ |g NEKSIGVLEKQS |3gAE FVYP RIDLIGSKY LI RIYFMIANFKRWKIADN Vil 317
AVISLPEATFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
AVISLPEATIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
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K non conserved
B similar
>507% conserved
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