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NKKQTARMQSTLLI SGLLAVTL ILVLVLVSATGGSYLYLI SKDQNMKPSSANPVNANSYPSKYTYNVLNSQSKKAQSAESSETAPSQEALASESVLTEDDAVKKSQLIGKNGS ILEWNGAS

NTDB id 313531 D2E16 RS07755 WP 192369021.1 MAKKNVKKQAMSLLSLLATIVVVAGGYLLSDNKSSNVANYSYYVNQSKASESTPSQELASSVLTEDVKKQLGNSIEWNGA 80
NTDB id 262 KZH43 RS08770 WP 001036779.1 ....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN.SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGS 75
NTDB id 221 SPD RS09380 WP 001036779.1 ....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN.SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGS 75
NTDB id 187 SPR RS08930 WP 001036779.1 ....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN.SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGS 75
NTDB id 152 SP RS09870 WP 001036779.1 ....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN.SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGS 75
consensus **!!****!**!!*******!*!******!*** *******!*!*****!!!*!!*!!!!**!!*!***!*!!!!*

logo GAF I IVNGNKTDNLDASKVSSKPYADNKTKTVQGGKETVPTVANALLASKSATRQYKSNREKETGNGSTSWTPPGWHQVQKDNLDKGSYDTHA
NTDB id 313531 D2E16 RS07755 WP 192369021.1 GAFIINGNKTDLDASVSSKPYADNKTKTVQGETVPTVANALLAKSTRQYKSREETGNGSTSWTPPGWHQVQDLDGSYDHA 160
NTDB id 262 KZH43 RS08770 WP 001036779.1 GAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHA 155
NTDB id 221 SPD RS09380 WP 001036779.1 GAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHA 155
NTDB id 187 SPR RS08930 WP 001036779.1 GAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHA 155
NTDB id 152 SP RS09870 WP 001036779.1 GAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHA 155
consensus !!!!*!!!!!*!!!*!!!!!!!!!!!!!!**!!!!!!!!!!!*!*!!!!!*!*!!!!!!!!!!!!!!!!!**!*!!!*!!

logo

I
VDRGHLLGYAL IGGLKDGFDASTSNPKNIAVQTAWSANQARQAEDYSTGQNYFYESQKVRKALDKQNKRVRYRVTL IYYADSENDEDLVPVS

NTDB id 313531 D2E16 RS07755 WP 192369021.1 IDRGHLLGYALIGGLKGFDASTSNPKNIAVQTAWSNQARAEDSTGQNYFESQVRKALDKNKRVRYRVTLIYADEDDLVPV 240
NTDB id 262 KZH43 RS08770 WP 001036779.1 VDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPS 235
NTDB id 221 SPD RS09380 WP 001036779.1 VDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPS 235
NTDB id 187 SPR RS08930 WP 001036779.1 VDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPS 235
NTDB id 152 SP RS09870 WP 001036779.1 VDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPS 235
consensus *!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!*!!*!!!!!!*!!*!!!!!!*!!!!!!!!!!*!!***!!!!*
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NTDB id 313531 D2E16 RS07755 WP 192369021.1 GSHLEAKAADGSLEFNVFVPNVQSGLSINYHSGEIAVNE 279
NTDB id 262 KZH43 RS08770 WP 001036779.1 ASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 ASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 ASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 ASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus *!**!!!**!!*!!!!!*!!!!!*!!***!**!!**!**
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