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NTDB id 313298 Ahae11616 RS07660 WP 005080462.1 SLFALQDAYQQILRDSLQIIPLTANDGRQLQAALVLNDQVFMFSKAGVSDPLKQGLSPYERIEYRFDESQKRLYRLKYTN 160
NTDB id 1076 ABD1 RS08075 WP 000594585.1 HLFELQDAYQQILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQKKLYRLKYTN 149
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NTDB id 313298 Ahae11616 RS07660 WP 005080462.1 LNIPNRVQPMSSVLLDNVERFKVSVFNPQELMQWPENNVDPENTAELRKLPLGLKIQLTVAGTDYEWIYRLIDRSQDSQ. 239
NTDB id 1076 ABD1 RS08075 WP 000594585.1 LNTSNREQPLSSTLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNYEWIYSLNQGDLSLSQ 229
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