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MGCVTAAVAIVVLGLMAFGS IGCLSTAGQCTQTSQTVTPSTVKTKDPEKGAVQKVRTQLAAEYIKRTSRGDLDSAKRASLDQALSKLVDNPSKRDSANSTA

NTDB id 1017 ACIAD RS02540 WP 011182074.1 ..MSKWTINKTLGCAAIVGAFILSGCQTVPTTKDPEKGVKVRTQLAAEYIKSGDLDSAKRALDQALKVNPKDSSA 73
NTDB id 313260 AhaeINNSZ174 RS14185 WP 026056343.1 MNTTRLKTTIAI..TVVLMAGGLTACQSTPSTKDPEKAVQVRTQLAAEYIRTRDLDSAKRSLDQALKLNSRDANA 73
NTDB id 1051 ABD1 RS02465 WP 004738086.1 MSTPKLKIMLCMGVAVALLASGC..QTSQTVKKDPEKAVKVRTQLAAEYIRSGDLDSAKRSLDQALSVDSRDATA 73
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logo NMMMGVI LLQQEGSRKLPNMLEKAEDHAYFEKRAVIQSLSDEPEDNAQAHRNNYGTYLYQMEKQRYHNEDAIQEQLFRTI
L
RAGSASTLGYDQRFYRQSALE

NTDB id 1017 ACIAD RS02540 WP 011182074.1 NMMMGVLLQQEGSRPNLEKADAYFERAVQLDPENAQAHNNYGTYLYQMKRYHDAIQQLTLAGSSLGYDQRYRALE 148
NTDB id 313260 AhaeINNSZ174 RS14185 WP 026056343.1 NMMMGILLQQEGSKLNMEKADAYFKRAISSEPDNAQARNNYGTYLYQMQRYNEAIEQFTRAGATLGYDQRFQSLE 148
NTDB id 1051 ABD1 RS02465 WP 004738086.1 NMMMGILLQQEGSKPNLEKAEHYFKRAISSEPDNAQARNNYGTYLYQMERYNDAIEQFRIAGATLGYDQRYQALE 148
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NTDB id 1017 ACIAD RS02540 WP 011182074.1 NIGRIYLHLGGVANAEKMFSQALQANRDSSVSMLELAEIYYLQQRIPAATGMYEQYVRTVGQKNQGARALWIGIR 223
NTDB id 313260 AhaeINNSZ174 RS14185 WP 026056343.1 NLGRIYLLLGDVTNAEKSFKQALQANRNATISMLELSEIFYLQQNNRDASQLYEQYVRSVGQRNQGARALWIGIR 223
NTDB id 1051 ABD1 RS02465 WP 004738086.1 NLGRIYLKLGDIASAEKTFKQALLANRDSYISMLELAEIFYLQQQIPAATQMYEQYVRTVGQKNQGARALWIGLR 223
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NTDB id 1017 ACIAD RS02540 WP 011182074.1 VARANADRTGVQVLVNQLRIFYPDSSEYQRYLKLQYSTEAVWK 266
NTDB id 313260 AhaeINNSZ174 RS14185 WP 026056343.1 IARANADQLGMQVLVNQLRALFPDSPEYQRYLQLQYSTEAVWK 266
NTDB id 1051 ABD1 RS02465 WP 004738086.1 VARANADKMGMQVLVNQLRALFPESPEYQRYLQLQYSTEAVWK 266
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X ≥ 50% conserved


