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MNNKNNNMQI
M
I
SKFNHKFYVNI

P
H
R
I
T
Q
RS ILAFSRLAAERSSSARLNTRASSGFTLVELLVAIA I FAVLSLMLGWKI

VFDYLLKVKRDRN
NTDB id 313253 AhaeINNSZ174 RS09620 WP 005080462.1 MNNKNNNMQISKFHFVNPRTQSLAFRLAERSSSARLNRSSGFTLVELLVAIAIFAVLSMLGWKVFDYLLKVKDRN 75
NTDB id 1076 ABD1 RS08075 WP 000594585.1 .........MIKNKY..IHIRSIASRLAARSSSARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRDRN 64
consensus ********** ! ****** !*! !!! !!!!!!! ! !!!!!!!!!!!!!!!!!!!*!!!!*!!!!!!!*!!!

logo AEHEVHSLFAELQDAYQQI LRDSTLQI IPLSTANDQGGRQLHQAPALEVI
L
D
N
D
NQI

V
F
L
M
RFSKAGVSTDPLKQGLSPFYER I EYRFYDAEDSQ

NTDB id 313253 AhaeINNSZ174 RS09620 WP 005080462.1 AEHEVSLFALQDAYQQILRDSLQIIPLTANDGRQLQAALVLNDQVFMFSKAGVSDPLKQGLSPYERIEYRFDESQ 150
NTDB id 1076 ABD1 RS08075 WP 000594585.1 AEHEVHLFELQDAYQQILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQ 139
consensus !!!!!*!! !!!!!!!!!!!*!!!!!!*!! ! !!**!! * !* !!!!!!*!!!!!!!!!*!!!!!!*! !

logo KKRLYRLKYTNLNI
T
P
SNREVQPLMSSTVLLDSNQVDEQRFYKQI

V
M
SVFLNTPQELVMTKQWPENVNI

VDPETKNPTANELKRKLPKLGI
LKIQLTVAGTVDNY

NTDB id 313253 AhaeINNSZ174 RS09620 WP 005080462.1 KRLYRLKYTNLNIPNRVQPMSSVLLDNVERFKVSVFNPQELMQWPENNVDPENTAELRKLPLGLKIQLTVAGTDY 225
NTDB id 1076 ABD1 RS08075 WP 000594585.1 KKLYRLKYTNLNTSNREQPLSSTLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNY 214
consensus !*!!!!!!!!!! *!! !!*!! !! *!* * * ! !!!* !!! !*!! * !!*!!! !*!!!!!!!! !

logo EWIYRSL INDQGRDSLQDSLSQSQEGNS
NTDB id 313253 AhaeINNSZ174 RS09620 WP 005080462.1 EWIYRLIDRSQDSQ..... 239
NTDB id 1076 ABD1 RS08075 WP 000594585.1 EWIYSLNQGDLSLSQEGNS 233
consensus !!!! ! *****
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X ≥ 50% conserved


