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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ....MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEA.LSVADVTALLHAMMDDARQAEFKQTREANF 70
NTDB id 1203 PSJM300 01605 AFN76401.1 ....MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTENHECNF 71
NTDB id 313250 AhaeINNSZ174 RS05245 WP 005081584.1 ....MDFNDLLNLMIQQNASDLFITADVEPSMKINGQIVPVSKTKLSAEIVGQLVNSIMSDKQRKEFADTRECNF 71
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ....MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIETHECNF 71
NTDB id 1307 DR RS10055 WP 010888596.1 MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEEKRELDF 75
NTDB id 1116 NGFG RS10615 WP 003690200.1 ....MQITDLLAFGAKNKASDLHLSSGISPMIRVHGDMRRINLPEMSAEEVGNMVTSVMNDHQRKIYQQNLEVDF 71
NTDB id 1086 NMV RS00245 WP 002218487.1 ....MQITDLLAFGAKNKASDLHLSSGISPMIRVHGDMRRINLPEMSAEEVGNMVTSVMNDHQRKIYQQNLEVDF 71
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ....MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEFFETDF 71
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ....MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEFFETDF 71
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ....MDITELLAFSAKQGASDLHLSAGLPPMIRVDGDVRRINLPPLEHKQVHALIYDIMNDKQRKDFEEFLETDF 71
NTDB id 1202 PSJM300 01600 AFN76400.1 ....MDITELLAFSAKQGASDLHLSSGLPPMIRVDGDVRRINLPAMDHKQVHALIYDIMNDKQRKDFEEFLETDF 71
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 AVVRD..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTG 143
NTDB id 1203 PSJM300 01605 AFN76401.1 AISARG.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIG 145
NTDB id 313250 AhaeINNSZ174 RS05245 WP 005081584.1 AITNREKTARFRVSAFQQRDMPGMILRKIETHIPSMDDLKLPEVLKELAMTKRGIIIFVGATGTGKSTSLASMIG 146
NTDB id 1019 ACIAD RS04205 WP 004922051.1 AILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQ 146
NTDB id 1307 DR RS10055 WP 010888596.1 SFALGD.KARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMID 149
NTDB id 1116 NGFG RS10615 WP 003690200.1 SFELPN.VARFRVNAFNTGRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKSTTLAAMIN 145
NTDB id 1086 NMV RS00245 WP 002218487.1 SFELPN.VARFRVNAFNIGRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKSTTLAAMIN 145
NTDB id 1283 ACE17W RS02630 WP 010947729.1 SFEIAN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVID 145
NTDB id 1259 GCO85 RS10305 WP 010947729.1 SFEIAN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVID 145
NTDB id 1194 PAKAF RS01995 WP 003084552.1 SFEVPG.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEELGMGEVFKRVSDVPRGLVLVTGPTGSGKSTTLAAMLD 145
NTDB id 1202 PSJM300 01600 AFN76400.1 SFEVPG.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGMGEVFRKITDVPRGLVLVTGPTGSGKSTTLAAMLD 145
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 YRNQHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAET 218
NTDB id 1203 PSJM300 01605 AFN76401.1 YRNKNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAET 220
NTDB id 313250 AhaeINNSZ174 RS05245 WP 005081584.1 YRNHNSKGHIITIEDPIEFVHQHAGCIVTQREVGIDTESFEVALKNTLRQAPDVILIGEIRSRETMDYAIAFAET 221
NTDB id 1019 ACIAD RS04205 WP 004922051.1 HRNQHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAET 221
NTDB id 1307 DR RS10055 WP 010888596.1 HINTTKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAET 224
NTDB id 1116 NGFG RS10615 WP 003690200.1 YINETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALSSALREDPDVILVGEMRDPETIGLALTAAET 220
NTDB id 1086 NMV RS00245 WP 002218487.1 YINETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALRSALREDPDVILVGEMRDPETIGLALTAAET 220
NTDB id 1283 ACE17W RS02630 WP 010947729.1 YINSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAET 220
NTDB id 1259 GCO85 RS10305 WP 010947729.1 YINSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAET 220
NTDB id 1194 PAKAF RS01995 WP 003084552.1 YLNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAET 220
NTDB id 1202 PSJM300 01600 AFN76400.1 YLNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAET 220
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 GHLCMATLHANNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIR 293
NTDB id 1203 PSJM300 01605 AFN76401.1 GHLCLATLHANNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIR 295
NTDB id 313250 AhaeINNSZ174 RS05245 WP 005081584.1 GHLVLATLHANNANQALDRIIHFFEADRHSQLYMDLSLNLKALVAQQLIPTPDGNSRRAAIEILINTPLLADYIR 296
NTDB id 1019 ACIAD RS04205 WP 004922051.1 GHLVFATLHANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIR 296
NTDB id 1307 DR RS10055 WP 010888596.1 GHLVMGTLHTNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIR 299
NTDB id 1116 NGFG RS10615 WP 003690200.1 GHLVFGTLHTTGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKTHDGNGRVASHEILIANPAVRNLIR 295
NTDB id 1086 NMV RS00245 WP 002218487.1 GHLVFGTLHTTGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKTHDGNGRVASHEILIANPAVRNLIR 295
NTDB id 1283 ACE17W RS02630 WP 010947729.1 GHLVFGTLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKKN.KGGRVAALEIMMCTGAIRNLIR 294
NTDB id 1259 GCO85 RS10305 WP 010947729.1 GHLVFGTLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKKN.KGGRVAALEIMMCTGAIRNLIR 294
NTDB id 1194 PAKAF RS01995 WP 003084552.1 GHLVFGTLHTTSAAKTIDRVVDVFPAEEKAMVRSMLSESLQSVISQTLIKKI.GGGRVAAHEIMIGTPAIRNLIR 294
NTDB id 1202 PSJM300 01600 AFN76400.1 GHLVFGTLHTTSAAKTIDRVVDVFPAEEKSMVRSMLSESLQAVISQTLLKKV.GGGRVAAHEIMIGTPAIRNLIR 294
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 RGELHELKATMARSQEVGMQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDYGS...GSLQNV.. 363
NTDB id 1203 PSJM300 01605 AFN76401.1 KGEVHELKGLMKRSTDLGMQTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDGEHLTSVSQG.L.. 367
NTDB id 313250 AhaeINNSZ174 RS05245 WP 005081584.1 KGEIHEIKDLMKRSRELGMQTFDQALFDLYKAGQITYKDALKHADSPNDLRLTIKLSEEGADQLLN......A.. 363
NTDB id 1019 ACIAD RS04205 WP 004922051.1 QGEIYKIKELMARSGELGMQTFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEANKPLDNRERMSEM.. 369
NTDB id 1307 DR RS10055 WP 010888596.1 EGKTFQITSVMQTGAREGMVTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASAGLGGASMTPAAPPVPA 374
NTDB id 1116 NGFG RS10615 WP 003690200.1 ENKITQINSVLQTGQASGMQTMDQSLQSLVRQGLIAPEAARRRAQNSESMSF....................... 347
NTDB id 1086 NMV RS00245 WP 002218487.1 ENKITQINSVLQTGQASGMQTMDQSLQSLVRQGLIAPEVARRRAQNSESMSF....................... 347
NTDB id 1283 ACE17W RS02630 WP 010947729.1 EDKIAQMYSSIQTGQAKGMQTLDQHLTELVNKNIISKHTAHEAALNKSLF......................... 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 EDKIAQMYSSIQTGQAKGMQTLDQHLTELVNKNIISKHTAHEAALNKSLF......................... 344
NTDB id 1194 PAKAF RS01995 WP 003084552.1 EDKVAQMYSAIQTGGSLGMQTLDMCLKGLVAKGLISRENAREKAKIPENF......................... 344
NTDB id 1202 PSJM300 01600 AFN76400.1 EDKVAQMYSSIQTGGSLGMQTLDSCLKGLLAKGLISRDSAKEKAKQPENF......................... 344
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ..KIDME..................................... 368
NTDB id 1203 PSJM300 01605 AFN76401.1 ..TLEMSDDDPGRSFR............................ 381
NTDB id 313250 AhaeINNSZ174 RS05245 WP 005081584.1 ..SRNITFDGQ................................. 372
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ..ERKMTFDGQRRNLK............................ 383
NTDB id 1307 DR RS10055 WP 010888596.1 YNSASSSSTGRGGDFGRGAAAPATPAAPAAGRSEPGRAGGFGRR 418
NTDB id 1116 NGFG RS10615 WP 003690200.1 ............................................ 347
NTDB id 1086 NMV RS00245 WP 002218487.1 ............................................ 347
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ............................................ 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ............................................ 344
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ............................................ 344
NTDB id 1202 PSJM300 01600 AFN76400.1 ............................................ 344
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