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NTDB id 313247 AhaeINNSZ174 RS02630 WP 008942322.1 MWNKINFRTQMTSFWWQDPIFVGAVVIAVMVHGLVLTTQFSMPSPTDTSTKEIAVSVRPSQDKVEHADFLAQTDQ 75
NTDB id 1078 ABD1 RS15030 WP 000914774.1 MLKKRSLSIEPFYYWWQDRVFIAAIILAILLHIFVLLIHFAMPAPSEQSTKEIAISIRPTEDVIKHADFLAQADQ 75
consensus ! ! * *!!!!**!**!***!***! !! *! !! !** !!!!!!*!*!!* ! * !!!!!!! !!

logo QGSGAEFHREQAHRMSSDNMSPATPMPQSDASTTGEAHEQLESTLEKTI
VQQKQRELKLFEEKVLMTVLSWQKQAEEQNSEQRKKALEEQLQSQ

NTDB id 313247 AhaeINNSZ174 RS02630 WP 008942322.1 QGSGEFHQAHRMSSDMPTPMQSDATTGEHELESLETIQQKRELLFEEKVLMTVLSWQKQAEQNERKKALEELQSQ 150
NTDB id 1078 ABD1 RS15030 WP 000914774.1 QGSGAFREAHRMSSNSPAPMPSDASTGEAQLETLEKVQQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQ 150
consensus !!!! !* !!!!!! ! !!*!!!*!!!* !!*!! *!! !!! !!!!!!!!!!!!!!!!! !!!!!! !!!!

logo FQAKAAMVASLEAQYLQRQQDNFSRKQQKRIKTVDGIQAKKQDASAAYLDKFREQKVELYGNRYYPDEAEAKQQQRLAKGEVRL
NTDB id 313247 AhaeINNSZ174 RS02630 WP 008942322.1 FQAKAAMVASLEAQYLQRQQNFSRKQRIKTVDGIQAKQDASAAYLDKFRQKVELYGNRYYPDAAKQQRLAGEVRL 225
NTDB id 1078 ABD1 RS15030 WP 000914774.1 FQAKAAMVASLEAQYLQRQQDFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRL 225
consensus !!!!!!!!!!!!!!!!!!!! !!! !*!!!!!!!!!! !!!!!!!!!!! !!!!!!!!!!!* !!!! ! !!!!!

logo MVI LNAQGGIRAIRL ILESSGHP I
VLDEAAKRASVRRGAPFGARFDASNSMKDI SELR I IRTWRFDPAVDEAEFEVH

NTDB id 313247 AhaeINNSZ174 RS02630 WP 008942322.1 MVILNAQGGIRAIRLIESSGHPILDEAARASVRRGAPFGAFDSSMKDISELRIIRTWRFDPVDAEFEVH 294
NTDB id 1078 ABD1 RS15030 WP 000914774.1 MVILNAQGGIRAIRLLESSGHPVLDEAAKASVRRGAPFGRFDANMKDISELRIIRTWRFDPAEAEFEVH 294
consensus !!!!!!!!!!!!!!!*!!!!!!*!!!!!*!!!!!!!!!! !! !!!!!!!!!!!!!!!!! *!!!!!!
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