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VRVALVPVHYLVYDTFDYTLVSTAQAEQYEQQRAHQI
VGASRVAI

VSFGRQNL IVGI ITVEKI
VDPNSESVFTGQTFKQLKA

NTDB id 313246 AhaeINNSZ174 RS02145 WP 125316834.1 .MPSENSNAILYRIRVALPVYVYDTFDYTVSAEQYQQAQIGARVAVSFGRQNLVGIIVEKIDPNEVFTGQFKLKA 74
NTDB id 1072 ABD1 RS01805 WP 000156662.1 MTITPKPDSVVYRVRVAVPVHLYDTFDYTLTQAQYERAHVGSRVAISFGRQNLIGIITEKVDPSESFTGTFQLKA 75
consensus * *** * **!!*!!!*!!**!!!!!!!** !! !**! !!!*!!!!!!!*!!! !!*!! ! !!! ! !!!

logo I STDELLDEKEQAP I LDEQHQVLSTLLMTWSAQYYQFP IGEVMQSTALPATLLRQGKRAPLMDI
VLFHLWKITVPCNDDNPVENALLKRSGQKQQYD

NTDB id 313246 AhaeINNSZ174 RS02145 WP 125316834.1 ITELLDKEAILDQHVLTLMTWSAQYYQFPIGEVMQSALPTLLRQGRALDILFHLWKIVPNDDPNALLKRSQKQYD 149
NTDB id 1072 ABD1 RS01805 WP 000156662.1 ISDLLDEQPILDEQVLSLLTWSAQYYQFPIGEVMQTALPALLRQGKPMDVLFHLWKITPCDNVEALLKRSGKQQD 150
consensus !**!!! *!!! *!!*!*!!!!!!!!!!!!!!!!*!!! !!!!!***!*!!!!!!! !*! * !!!!!! !! !
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VLNLSGVETATLKALEQKKGLVDECCTLEPHDFSPSTPVQLAQMVPLTALNEDQKKRAI
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NTDB id 313246 AhaeINNSZ174 RS02145 WP 125316834.1 AYQILKIHPHGTTENVLNLSGVETATLKALEKKGLVECCLEPHDFSPTPVQLAQVPLTANEDQKRAIQQILKEQH 224
NTDB id 1072 ABD1 RS01805 WP 000156662.1 AYQILKLHPAGTTENILNLSGVETATLKALQKKGLVDCTLEPHDFSPSPVQLAQMPLTLNEDQKKATQYVVNAQH 225
consensus !!!!!!*!!*!!!!!*!!!!!!!!!!!!!! !!!!!*!*!!!!!!!!*!!!!!!*!!! !!!!!*! ! ** !!

logo

H
QYQAFLLDGLTGSGKTEVYLHQI

VMHEVLKQGKQVLVLVPE IGLTPQTI
V
A
SRFKSRFHNCDIALLHSGLNDSKRLQAWQ

NTDB id 313246 AhaeINNSZ174 RS02145 WP 125316834.1 HYQAFLLDGLTGSGKTEVYLQVMHEVLKQGKQVLVLVPEIGLTPQTVARFKSRFHCDIALLHSGLNDSKRLQAWQ 299
NTDB id 1072 ABD1 RS01805 WP 000156662.1 QYQAFLLDGLTGSGKTEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQ 300
consensus *!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!* !!!!!!*!!!!!!!!!!!!!!!!!!!!

logo

H
QAQTGKAS I IV I

LGTRSAIYTPLPHRLGL I I LDEEHDLSYKQQEGFRYHATRDVALYRGHYLQGHCPVI
LLGSATPS IDSYH

NTDB id 313246 AhaeINNSZ174 RS02145 WP 125316834.1 HAQTGKASIVIGTRSAIYTPLPHLGLIILDEEHDLSYKQQEGFRYHTRDVALYRGYLQHCPVILGSATPSIDSYH 374
NTDB id 1072 ABD1 RS01805 WP 000156662.1 QAQTGKASIILGTRSAIYTPLPRLGLIILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYH 375
consensus *!!!!!!!!**!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!*!!*!!!*!!!!!!!!!!!!

logo LVESTGKLHTALLEQLNQRAGHVALVLPKMHLVIDLKIAVKKKQHGI SQNPL I EQIKLNTLAERKEQVL I FLNRRGYAP I
VLMVCESCG

NTDB id 313246 AhaeINNSZ174 RS02145 WP 125316834.1 LVESGKLHLLELNQRAGVAVLPKMHVIDLKIAKKKHGISQNLIEQIKLTLERKEQVLIFLNRRGYAPILMCESCG 449
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LVETGKLTALQLNQRAGHALLPKMHLIDLKIVKKQHGISQPLIEQIKNTLARKEQVLIFLNRRGYAPVLVCESCG 450
consensus !!!*!!!* ! !!!!!!*!*!!!!!*!!!!! !! !!!!!*!!!!!! !! !!!!!!!!!!!!!!!!*!*!!!!!

logo WQANCPHCDAHFTLHSTQPYHSYLHCHHCGTI
V
H
NRLPDHCPAECQKQKQSLKTI

LGAGTAKLVEEHLQELFPDHHNDEVIRVDRDS
NTDB id 313246 AhaeINNSZ174 RS02145 WP 125316834.1 WQANCPHCDAHFTLHSQPYHYLHCHHCGTINRLPDHCPACQKQSLKTIGAGTAKLEEHLQELFPHNEVIRVDRDS 524
NTDB id 1072 ABD1 RS01805 WP 000156662.1 WQANCPHCDAHFTLHTQPYSYLHCHHCGTVHRLPDHCPECQQKSLKTLGAGTAKVEEHLQELFPDHDVIRVDRDS 525
consensus !!!!!!!!!!!!!!!*!!!*!!!!!!!!!**!!!!!!! !! !!!!*!!!!!!*!!!!!!!!!***!!!!!!!!



logo TSRVGSWQKIYDR IQQNKPS I LLGTQMLAKGHHFPHVTLVAI LDIDAGLLSVDIRAPERTAQL IVQVAGRAGRGE
NTDB id 313246 AhaeINNSZ174 RS02145 WP 125316834.1 TSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHFPHVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGE 599
NTDB id 1072 ABD1 RS01805 WP 000156662.1 TSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHFPHVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGE 600
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo HKGHNVYLQSTLRPDHPLMLTTL I EHKDYRATVAKQMTLAERKLVALMLPPYRYATVL IVRAVESKDRDEYSTLQHNFLANDEAIAEQQLRQTI
MA

NTDB id 313246 AhaeINNSZ174 RS02145 WP 125316834.1 HKGNVYLQSLRPDHPMLTTLIEHDYRTVAKQMLAERKLAMLPPYRYTVLVRVESKDREYSQNFLADIAQQLRTMA 674
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAERKVALLPPYRYAVLIRAESKDRDYTLHFLNEAAEQLRQIA 675
consensus !!!*!!!!*!!!!!!*!!!!!!*!!! !!!! !!!!!*!*!!!!!! !!*! !!!!!*!* *!! * ! !!! *!

logo GDI
LVDIWGP IPAPMERKAGRYRAHMVI LSADRAKRLHFYLRQWWAQQLVVHALPRQHQLRLS IDVDPQEFS

NTDB id 313246 AhaeINNSZ174 RS02145 WP 125316834.1 GDLVDIWGPIPAPMERKAGRYRAHMVILSADRAKLHFYLRQWWQQVVHLPRQHQLRLSIDVDPQEFS 741
NTDB id 1072 ABD1 RS01805 WP 000156662.1 GDIVDIWGPIPAPMERKAGRYRAHMVILSADRARLHFYLRQWWAQLVHAPRQHQLRLSIDVDPQEFS 742
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!! !*!! !!!!!!!!!!!!!!!!!!
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