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NTDB id 313240 AhaeINNSZ174 RS01495 WP 005087910.1 MLGKVASSVSQTIYQLGMWYSGYRLIISVCLLLIFLLTAEQLTTNYLYPTLYSYTLIVYIALNVSQLLFLKLFPT 75
NTDB id 1044 H0N27 RS16325 WP 206677389.1 MQFPLNSSLSHTIFRLGTWYGLYRLIIAVSLNIILVLTDAQTDNSLQQPALYSYTLLGYSLLSLVQLLCFKFIAT 75
consensus ! ** !!*!*!!* !! !! !!!!! !*! *! *!! ! ! !!!!!!* ! ! * !!!* ! *!
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NTDB id 313240 AhaeINNSZ174 RS01495 WP 005087910.1 HVNKQLIAIFLVDVICLSTITFATGGPNLQLSLLYVIIIFASAILLNAQLSLVVTLLAVIMIVYQRFLGNLFDYN 150
NTDB id 1044 H0N27 RS16325 WP 206677389.1 QATRQLILFFIVDIICLSLLTFSVGEPNLQLSLLYVIAIFTSAILLSARMSLLITLLAVIAVIYQRFVGSLFDYN 150
consensus * *!!! !*!!*!!!! *!! ! !!!!!!!!!!! !! !!!!! ! *!!**!!!!!! **!!!!*! !!!!!
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NTDB id 313240 AhaeINNSZ174 RS01495 WP 005087910.1 NLNHLSNSLLLVFLFLVVYAIGRIAVQRFKILEALTFHQSIEIHQLQNINRYILEQIEDGYLVLDESNHIVLTNP 225
NTDB id 1044 H0N27 RS16325 WP 206677389.1 NLNTIGNSALLAFLFFVVHGIGQIAVQRFKLLEALTFHQSIELYQLQNINRYILEQIEEGYLVLDENYDIVVSNP 225
consensus !!!** !! !! !!! !!**!! !!!!!!!*!!!!!!!!!!!**!!!!!!!!!!!!!!*!!!!!!! *!!**!!
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NTDB id 313240 AhaeINNSZ174 RS01495 WP 005087910.1 AANTLLGIHLPVSHEKTPLIKWQPDLFELIKFSDLEDGEEFTFESQQSLYTVHVRVKHLVVPEQALVLLILKDAQ 300
NTDB id 1044 H0N27 RS16325 WP 206677389.1 AACSLLGIPPQFANEKYPLVKWHADLFEILKFGDLKEGDRFIFESRLSAYSINIKVQHLLVPQQTLTLLILQDAQ 300
consensus !!**!!!! ** *!! !!*!!**!!!!**!! !! *!* ! !!! ! !*****! !!*!! ! ! !!!! !!!
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NTDB id 313240 AhaeINNSZ174 RS01495 WP 005087910.1 KLTQRVQQLKLAALGQLSASIAHEIRNPLAAIVQANELFNESDAHQQQMLTRMIRKQAKRIDRIVEDTLAMARNK 375
NTDB id 1044 H0N27 RS16325 WP 206677389.1 QINQQAQQLKLAALGQLSASIAHEIRNPLAAIVQANELLKDSDPEQQNTLRHMIGKQTKRIDSIVQDTLGLARSE 375
consensus * ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!**!!* ! *!! !! !!!! !! !!!**!!
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NTDB id 313240 AhaeINNSZ174 RS01495 WP 005087910.1 PTEPQNIHLVEFFESLFEEDLVDVKHMIQLELSE.NIQILFDDKQLRQVLINLVRNALRHNASDIPYIEIKVHAE 449
NTDB id 1044 H0N27 RS16325 WP 206677389.1 RTHPIQIDVKHFIDTLLEEDLFDVKHSIQLKISDSSLKFLFDEKQLRQVMINLVRNALRHNAPDSPYITINIHSQ 450
consensus *!*! *!** *! **! !!!! !!!! !!! *!** * !!!*!!!!!!*!!!!!!!!!!!!*! !!! ! *!
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LSQLFKPFFSTE IKNGTGLGLYLSHSFCEANHAKLTYVEQRKQQGACFR I ECPS I INY
NTDB id 313240 AhaeINNSZ174 RS01495 WP 005087910.1 ETKVRIDVIDFGLGVAKRDLSQLFKPFFSTEIKGTGLGLYLSHSFCEANHAKLTYVERQQGACFRIECSIIN 521
NTDB id 1044 H0N27 RS16325 WP 206677389.1 TNKIYIDVIDYGEGVSKRDISQLFKPFFSTEINGTGLGLYLSHSFCEANHAKLTYVEQKQGACFRIECPIIY 522
consensus !* !!!!!*! !! !!!*!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!*!!



X non conserved

X similar

X ≥ 50% conserved


