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NTDB id 1021 ACIAD RS00975 WP 004930462.1 MITILSSHHYHTIKVWYVLQHSLSGFKKLIHYFGDCETALQPQRLSDWQKLGLHANHLKRLEEVHTLQGQQQFEK 75
NTDB id 313238 AhaeINNSZ174 RS00955 WP 115736207.1 MLNQLLPHHYSTVLVWYLVQHSLSSFQKIIDYFGDCEQATQTERFSEWQQLGLHANHLKRLAEFQTPEGQQQFAQ 75
NTDB id 1043 H0N27 RS16615 WP 168727007.1 MLTQLSSHQYHTLKVWYLVQHSLVSFKKIIDYFGNCEKATQPDGLAKWSSLGLHANHLKRVNEFQTPQGQAQFEQ 75
NTDB id 1073 ABD1 RS00865 WP 015451369.1 MLTQLSSHHYHTLKVWYLVQHSLVSFKKIIDYFGNCEKATQPDGLAKWSSLGLHANHLKRVNEFQTTQGQAQFEQ 75
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GYPSTQL ILPYQSTDRHPP I ILFGKQGNSQI
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AL ILQPQIAMVIVGSRKPSPHGRQVAYDFSAYFYLSEKG

NTDB id 1021 ACIAD RS00975 WP 004930462.1 MLAQLQTHTDFIVTPDDPAYPSQLIPYQDRPPILFGQGSIQSLIQPQIAVVGSRKPSPHGRQVAYDFSYFLSEKG 150
NTDB id 313238 AhaeINNSZ174 RS00955 WP 115736207.1 LVKLICQHSDFILTPQDIGYPTQLLPYSDHPPILFGQGNPHALLQPQIAMVGSRKPSPHGRQVAYDFAYYLSEKG 150
NTDB id 1043 H0N27 RS16615 WP 168727007.1 LVQQVRQHTDFILTPDDSGYPTQLLPYTDHPPIIFGKGQAQALLQPQIAIVGSRKPSPHGRQVAYDFAYYLSEKG 150
NTDB id 1073 ABD1 RS00865 WP 015451369.1 LVQQVRQHTDFILTPDDSGYPTQLLPYTDHPPIIFGKGQAQALLQPQIAIVGSRKPSPHGRQVAYDFAYYLSEKG 150
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logo FFYITSSGLAHYGIDHEAAHQGGSALSATVHHQRATIAVTVGTGLDLRTCVTYPSTAGQHNVKAQKLKAEQQYHI IRLDAKQGSNGAIVI STEFLPSGTMPPLQAQHFPRRNR
NTDB id 1021 ACIAD RS00975 WP 004930462.1 FYITSGLAHGIDEAAHQGSLVHHRAIAVVGTGLDLCYPSGNKALKQHIRDQGGAIVSEFLPGTPPLQAHFPRRNR 225
NTDB id 313238 AhaeINNSZ174 RS00955 WP 115736207.1 FYISSGLAHGIDHAAHQGGLVHQRTIAVVGTGLDRVYPTQHVQLAQQ.IAQSGAIISEFLPSTMPLQQHFPRRNR 224
NTDB id 1043 H0N27 RS16615 WP 168727007.1 FFISSGLAYGIDEAAHQGASTHQRTIAVTGTGLDTTYPAQNKKLAEHILAKNGAIITEFLPGTPPLQQHFPRRNR 225
NTDB id 1073 ABD1 RS00865 WP 015451369.1 FFISSGLAYGIDEAAHQGASAHQRTIAVTGTGLDTTYPAQNKKLAEYILAQNGAIITEFLPGTPPLQQHFPRRNR 225
consensus !*!*!!!!*!!!*!!!!!* *!*!*!!! !!!!!**!!*****!* ******!!!**!!!!*!*!!!*!!!!!!!

logo IVSGLSLGVVLVVEAATI
LKSGSL ITANQKAASEQGKMVTVFAIPGHIYSEHFHQGCHQL IREGAI L IVDHPEQVI I EDLALPTHQ

NTDB id 1021 ACIAD RS00975 WP 004930462.1 IVSGLSLGVLVVEATLKSGSLITANKAAEQGKVVFAIPGHIYSEFHQGCHQLIREGAILVDHPEQIIEDLALPTH 300
NTDB id 313238 AhaeINNSZ174 RS00955 WP 115736207.1 IVSGLSLGVVVVEAAIKSGSLITANQAASQGKMVFAIPGHIYSEHHQGCHQLIREGAILVDHPEQVIEDLALPTQ 299
NTDB id 1043 H0N27 RS16615 WP 168727007.1 IVSGLSLGVLVVEATLKSGSLITANKAAEQGKTVFAIPGHIYSEFHQGCHQLIREGAILIDHPEQIIEDLALPTQ 300
NTDB id 1073 ABD1 RS00865 WP 015451369.1 IVSGLSLGVLVVEATLKSGSLITANKAAEQGKTVFAIPGHIYSEFHQGCHQLIREGAILIDHPEQIIEDLALPTQ 300
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 WHSQSTASGEANADDSGKTDDADLPDDLLPLYQLLDWQGQDLDQLAQHYQGSTAELTAQLMELELLGVCIQQSGR 375
NTDB id 313238 AhaeINNSZ174 RS00955 WP 115736207.1 WQSEQQSSE......KSSNAAPSLPSHLVGLYQCLDWVGQDIDQLTQQQQSNIAELTSHLMELELLGLCTQQGGR 368
NTDB id 1043 H0N27 RS16615 WP 168727007.1 WQSQQQNQTE.....ETNTNTPEIPEHLIDLYQSLDWVGQNIDQLVVHHNIPVSELTSSLMELELLGLCMQQSGL 370
NTDB id 1073 ABD1 RS00865 WP 015451369.1 WQSQQQNQTE.....EANTNTPEIREHLIDLYQSLDWVGQNIDQLVVHHNIPVSELTSSLMELELLGLCMQQSGL 370
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logo YLRCRPSMPLY
NTDB id 1021 ACIAD RS00975 WP 004930462.1 YLRCRSPY 383
NTDB id 313238 AhaeINNSZ174 RS00955 WP 115736207.1 YLRCRPML 376
NTDB id 1043 H0N27 RS16615 WP 168727007.1 YLRCRS.. 376
NTDB id 1073 ABD1 RS00865 WP 015451369.1 YLRCRS.. 376
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