logo

NTDB
NTDB
NTDB
NTDB

id 1021 ACIAD RS00975 WP 004930462.1

id 313233 Ahae2126ch RS15965 WP 115736207 .

id 1043 HON27 RS16615 WP 168727007.1
id 1073 ABD1 RS00865 WP 015451369.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1021 ACIAD RS00975 WP 004930462.1

id 313233 Ahae2126ch RS15965 WP 115736207.

id 1043 HON27 RS16615 WP 168727007.1
id 1073 ABD1 RS00865 WP 015451369.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1021 ACIAD RS00975 WP 004930462.1

id 313233 Ahae2126ch RS15965 WP 115736207.

id 1043 HON27 RS16615 WP 168727007.1
id 1073 ABD1 RS00865 WP 015451369.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1021 ACIAD RS00975 WP 004930462.1

id 313233 Ahae2126ch RS15965 WP 115736207 .

id 1043 HON27 RS16615 WP 168727007.1
id 1073 ABD1 RS00865 WP 015451369.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1021 ACIAD RS00975 WP 004930462.1

id 313233 Ahae2126ch RS15965 WP 115736207.

id 1043 HON27 RS16615 WP 168727007.1
id 1073 ABD1 RS00865 WP 015451369.1

consensus

S LR

TILSSHHYHT KVWY QHSLBJ§FKK

I bl e TRy

IiEIYF G CEAIRQPEILEWMINL GLHANHLKR ' JMENEITIHQGQMNQFEY JAQ

MLYQLIBgHHYET MVWYLVQHSLESFMKIIDYFGMCENATQHN I3FJAWRNLGLHANHLKR BEFQTP GQRQFAQL VESH

Dok ook Dok Do Dok DD Dok DEDD e b D Dok DEE Dk e bk % sk Lok LD TEETTY

L

WWHTDFI TPDD)§ YP QL PY[ND PPI FGMGERQ L QPQIA VGSRKPSPHGRQVAYDF Y LSEKGF I SGLARIG
¥QH DFILTPEDMGYPTQLLPY DHPPI FGWG |QRALLQPQIA VGSRKPSPHGRQVAYDFAYYLSEKGF ISSGLARIG
RQHTDFILTPDDSGYPTQLLPYTDHPPI FGRGQAQALLQPQIAIVGSRKPSPHGRQVAYDFAYYLSEKGF ISSGLA G
RQETDFILTPDDSGYPTQLLPYTDHPPI FGKGQAQALLQPQIAIVGSRKPSPHGRQVAYDFAYYLSEKGF ISSGLA G
ok Lk LR o Lok Dl b Ll Db 0 Dol |

[

T e AQNKKM%QI% il

il 1

L

£

LKSGSLITANKAAEQGKWYVFAIPGHIYSEFHQGCHQLIREGAIL DHPEQIIEDLALPTIW)sIS QERY I EINFDBEISNT |

I

H

N

g

Wi

g

VQSQQ% ANADDKAK-N[Q

KSGSLITANNAAGQGKMVFAIPGHIYSEFHQGCHQLIREGAIL DHPEQ IEDLALPTQWQS QOSSN KSSNA
LKSGSLITANKAAEQGKTVFAIPGHIYSEFHQGCHQLIREGAIL DHPEQIIEDLALPTQWQSQQQN[TE . NT
LKSGSLITANKAAEQGKTVFAIPGHIYSEFHQGCHQLIREGAIL DHPEQIIEDLALPTQWQSQQQN[ETE N NT
E T T T O e o e O o T o e e O O O L L I B B B B I o S X kok ok

VDL easont el BEUL QB AR

il

P L IFLYQIRLDW[NGQIY DQLAQ.Y ERyPAEL T NLMELELLG CIQQSGRYLRCRSPY 383
APE PEHL [LYQELDWVGQWIDQLyyINN B3y MELTSEILMELELLGLCHQQEGIYLRCRIBUN 376
TPE PEHLIDLYQSLDWVGQNIDQLVN SIELTSSLMELELLGLCMQQSGIRYLRCR S 376
TPE BEHLIDLYQSLDWVGQRIIDQLVYY SELTSSLMELELLGLCMQQSGLYLRCRS.. 376

sokokokokokok Dokok DD sk D1 D1

11Tk skokokok ok ok

K non conserved
B similar
> 507 conserved

160
160
160
160

240
239
240
240

320
313
315
315



