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SVFHCAQGQSFDQQSNFYDQAQEWKTVAKQQKQAMHRYDTQQRKLANKSIQTSAPKNSHNSNHYSYNLSKRPTQQGSTSSKKIPSVQSTSKSNVFSN
NTDB id 1014 ACIAD RS13855 WP 004924483.1 MSIRHFFTFFWATLLTL.......FSMQIVFAQGFDQQYDAWKTQQKAHDTRLNSSASHHS.LSKPTQQ..........S 62
NTDB id 313140 AhaeAN3 RS12160 WP 160127275.1 MT...LPQPHSKHNAILFILLCLGCFSH.VHAQQFDQSYDQWKAQQQARDQQLAKQPNNNYYLSRPTQQTSSKPVSSSVN 76
NTDB id 1041 H0N27 RS14740 WP 005124713.1 MQ...YSMRFWKNKYFLLIMLCLGVISPSVCAQSFDQNFQEWKAKQQMYDQKLNITKSSHSN.......GSKISQTKNFN 70
NTDB id 1069 ABD1 RS03060 WP 043960841.1 MQ...YSMRFWKNKYFVLIMLCLGVISPSVCAQSFDQNFQEWKVKQQMYDQKLNISKSSHSN.......SSKISQTKNFN 70
consensus !* ************************!*!!*!!!** *!!* !* *!**!***************************
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L
NTDB id 1014 ACIAD RS13855 WP 004924483.1 GTGVKVNINSATAKELQQLHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRDRLAI 128
NTDB id 313140 AhaeAN3 RS12160 WP 160127275.1 QQGDKISLNQANVQQLQTLIGVGEKKAQAIVEYRQKNGGFKTVDELVNVKGIGPKLLEKNKARLML 142
NTDB id 1041 H0N27 RS14740 WP 005124713.1 DSTGQIHLNQANVNEFQQLKGVGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL 136
NTDB id 1069 ABD1 RS03060 WP 043960841.1 DSTGQIHLNQANVNEFQQLKGIGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL 136
consensus ** * ***!*!**** !*!*!*!!!!!*!!!!!!!**!*!***!****!!!!!! **!!!**!!**

X non conserved

X similar

X ≥ 50% conserved


