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NTDB id 1067 ABD1 RS15745 WP 002194578.1 MLMHHYKQKAQAGVGLLEVLVALILLAIGVLGYVALQLRAMDASSEALSKSQAILVMRGLAENIRTNSTQASQYPTFVRS 80
NTDB id 313119 AhaeAN3 RS01550 WP 160126844.1 .....MKYNNQKGVGLVEVLVALFLLAVAVLGFAALQLRAVDASLEASKQVLALTIARDLAERMRANPQAVRDGAYVVGA 75
NTDB id 1003 ACIAD RS15025 WP 004923832.1 ....MSKMRAQRGVGMVEVLVALLLLAIGVLGFTALQLRAVSASMEASNQVLALNLARDLTERMRANPQATQCKLYHTEG 76
consensus ! **!*!!!**!!!!!!*!!!**!!!* !!!!!!**!!*!!* ***!* **!*!*!**!*!*** * * *
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NTDB id 1067 ABD1 RS15745 WP 002194578.1 YSNYTSD.TPAPTSCFNSLC.TASQLAQFDAYQAARNANQLGMRITMSNCPGVTNTM.VQQRQCLFVFWGKTAPVITTNG 157
NTDB id 313119 AhaeAN3 RS01550 WP 160126844.1 VSVPTSEVVAT....VG....DAASIAKQDLNIAALNAKNNGMNLSISECPTG......AARQCIYVAWEETSLSESQ.. 139
NTDB id 1003 ACIAD RS15025 WP 004923832.1 ALAKDTKAYTKASNCSGSVSTQATAQANSDLLFIYNQANTLGMAVIINTCPNATNAGNNLGRQCVYIAWDKTAQNFT... 153
consensus * *** * * *** !* *!* !* ** *!***!! **** !! *** *!!!****!**!* *
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NTDB id 1067 ABD1 RS15745 WP 002194578.1 TNTSVDVSSCM.SNNGVYVNNSTCLMMEAY 186
NTDB id 313119 AhaeAN3 RS01550 WP 160126844.1 .....GVEACIKD..GVYVKGSHCLFLEAY 162
NTDB id 1003 ACIAD RS15025 WP 004923832.1 .....NSDTCYKSGGSSYERNTTCLFLEAY 178
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