logo

NTDB id 1188

NTDB id 313117 AhaeAN3 RS01445 WP 410487294.1

NTDB id 1424
NTDB id 1002
NTDB id 1258
NTDB id 1274
NTDB id 1192
NTDB id 1197
consensus

logo

NTDB id 1188

NTDB id 313117 AhaeAN3 RS01445 WP 410487294.1

NTDB id 1424
NTDB id 1002
NTDB id 1258
NTDB id 1274
NTDB id 1192
NTDB id 1197
consensus

logo

NTDB id 1188

NTDB id 313117 AhaeAN3 RS01445 WP 410487294.1

NTDB id 1424
NTDB id 1002
NTDB id 1258
NTDB id 1274
NTDB id 1192
NTDB id 1197
consensus

NELON RS01755 WP 003772458.1

RS RS02795 WP 011000517.1
ACIAD RS15100 WP 004923779.1
GCO85 RS09745 WP 014844212.1
LPP RS09530 WP 011214168.1
PAKAF RS23870 WP 024947914.1
PSJM300 03940 AFN76866.1

NELON RS01755 WP 003772458.1

RS RS02795 WP 011000517.1
ACIAD RS15100 WP 004923779.1
GCO85 RS09745 WP 014844212.1
LPP RS09530 WP 011214168.1
PAKAF RS23870 WP 024947914.1
PSJM300 03940 AFN76866.1

NELON RS01755 WP 003772458.1

RS RS02795 WP 011000517.1
ACIAD RS15100 WP 004923779.1
GCO85 RS09745 WP 014844212.1
LPP RS09530 WP 011214168.1
PAKAF RS23870 WP 024947914.1
PSJM300 03940 AFN76866.1

L

i

1l

Kitanac EOTY X@%EAISAAT Qv TV VTDAS QlT IYE

DN SV LIRS

NKTAAAGGGAGEAAAAGEQHMNBKY KIVK..VTEASPWDIT

................ AP ALNNANMUKEV . . . AVDDKT[GERNS
........... @SSVF .. .TPWKIWYANLTIAGTGTVPEQEN
....... SSCV[EVQEISASNINNTIAYAN . . ATCGASSAEQMT]
....... V.........SPALSNPIRUQS . . TATG. . AN[¢ VNS
....... V.........SPAISNPIRUAS . . TAIG. . AN[€VERN

TKK....EVPLEVAADANKLGIAN. ... .. KPDPAD[¢TAD
....... EGYI[MITDS.WSYCDVEME. .....D.TAAD[EHN. . .
* * *

AAthS Q ™ éAA”Kﬁgé§5' FYREYEX S Kké AE gx
. AATSTEARD CASAAKETADKRFGTGSGVAVG }
AYTPPADA QWQCLAAGATKKVST . TAGHIEINIL AIgS N[&:] .
VSSAPSEPEMITHYAQNKAQAASS . VAPSGTM LAk YIPINECRE
. TYASEAMTAX®TTT. ... ... ... ... ... ..
.LQANEDMTHTETGG. . . ...
.. LQANEDMTHTE®TCG. . .. ... ...
.TRTAMDGL{K®TSD. . . ... ... ... .. ....
.NR.T DGEWSCAST ...................

X non conserved
B similar
>50% conserved

AADT R AR

k Pskskskkkk Ik % kx|

~N

RAAN

188
161
168
147
136
136
150
139

AFQTDGITGMTAAAKAF

GALVAGTPSTAG
TAITNNALPATQAATGY
TAITNNALPATQAATGY
WSVKSGTGTEDA
KTPSLTSTD.

ILAPFTGGATPAALPDSTS

143
121
125
121
109
109
124
115



