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VRVALVPVHYLVYDTFDYTLVSTAQAEQYEQQRAHQI
VGASRVAI

VSFGRQNL IVGI ITVEKI
VDPNSEQSVFTGQTFKQLKAI STDELL

NTDB id 313099 AhaeAN4 RS14880 WP 017396558.1 .MPSENSNAILYRIRVALPVYVYDTFDYTVSAEQYQQAQIGARVAVSFGRQNLVGIIVEKIDPNQVFTGQFKLKAITELL 79
NTDB id 1072 ABD1 RS01805 WP 000156662.1 MTITPKPDSVVYRVRVAVPVHLYDTFDYTLTQAQYERAHVGSRVAISFGRQNLIGIITEKVDPSESFTGTFQLKAISDLL 80
consensus * *** * **!!*!!!*!!**!!!!!!!** !! !**! !!!*!!!!!!!*!!! !!*!! !!! ! !!!!**!!

logo DEKEQAP I LDEQHQVLSTLLMTWSAQYYQFP IGEVMQSTALPATLLRQGKRAPLMDI
VLFHLWKITVPCNDDNPVENALLKRSGPKQQYDEAYQI LKI

LHPAH
NTDB id 313099 AhaeAN4 RS14880 WP 017396558.1 DKEAILDQHVLTLMTWSAQYYQFPIGEVMQSALPTLLRQGRALDILFHLWKIVPNDDPNALLKRSPKQYEAYQILKIHPH 159
NTDB id 1072 ABD1 RS01805 WP 000156662.1 DEQPILDEQVLSLLTWSAQYYQFPIGEVMQTALPALLRQGKPMDVLFHLWKITPCDNVEALLKRSGKQQDAYQILKLHPA 160
consensus ! *!!! *!!*!*!!!!!!!!!!!!!!!!*!!! !!!!!***!*!!!!!!! !*! * !!!!!!*!! *!!!!!!*!!*

logo GTTENI
VLNLSGVETATLKALEQKKGLVDECCTLEPHDFSPSTPVQLAQMVPLTALNEDQKKRAI
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NTDB id 313099 AhaeAN4 RS14880 WP 017396558.1 GTTENVLNLSGVETATLKALEKKGLVECCLEPHDFSPTPVQLAQVPLTANEDQKRAIQQILKEQHHYQAFLLDGLTGSGK 239
NTDB id 1072 ABD1 RS01805 WP 000156662.1 GTTENILNLSGVETATLKALQKKGLVDCTLEPHDFSPSPVQLAQMPLTLNEDQKKATQYVVNAQHQYQAFLLDGLTGSGK 240
consensus !!!!!*!!!!!!!!!!!!!! !!!!!*!*!!!!!!!!*!!!!!!*!!! !!!!!*! ! ** !!*!!!!!!!!!!!!!!

logo TEVYLHQI
VMHEVLKQGKQVLVLVPE IGLTPQTI

V
A
SRFKSRFHNCDIALLHSGLNDSKRLQAWQHQAQTGKAS I IV I

LGTRSAIYTP
NTDB id 313099 AhaeAN4 RS14880 WP 017396558.1 TEVYLQVMHEVLKQGKQVLVLVPEIGLTPQTVARFKSRFHCDIALLHSGLNDSKRLQAWQHAQTGKASIVIGTRSAIYTP 319
NTDB id 1072 ABD1 RS01805 WP 000156662.1 TEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQQAQTGKASIILGTRSAIYTP 320
consensus !!!!!**!!!!!!!!!!!!!!!!!!!!!!!!* !!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!!!!**!!!!!!!!!

logo LPHRLGL I I LDEEHDLSYKQQEGFRYHATRDVALYRGHYLQGHCPVI
LLGSATPS IDSYHLVESTGKLHTALLEQLNQRAGHVALVLPKMH

NTDB id 313099 AhaeAN4 RS14880 WP 017396558.1 LPHLGLIILDEEHDLSYKQQEGFRYHTRDVALYRGYLQHCPVILGSATPSIDSYHLVESGKLHLLELNQRAGVAVLPKMH 399
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPRLGLIILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHALLPKMH 400
consensus !!*!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!*!!*!!!*!!!!!!!!!!!!!!!*!!!* ! !!!!!!*!*!!!!!

logo

L
VIDLKIAVKKKQHGI SQNPL I EQIKLNTLAERKEQVL I FLNRRGYAP I

VLMVCESCGWQANCPHCDAHFTLHSTQPYHSYLHCHHCGTI
V

NTDB id 313099 AhaeAN4 RS14880 WP 017396558.1 VIDLKIAKKKHGISQNLIEQIKLTLERKEQVLIFLNRRGYAPILMCESCGWQANCPHCDAHFTLHSQPYHYLHCHHCGTI 479
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LIDLKIVKKQHGISQPLIEQIKNTLARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCHHCGTV 480
consensus *!!!!! !! !!!!!*!!!!!! !! !!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!*
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H
NRLPDHCPAECQKQKQSLKTI

LGAGTAKLVEEHLQELFPDHHNDEVIRVDRDSTSRVGSWQKIYDR IQQNKPS I LLGTQMLAKGHHFP
NTDB id 313099 AhaeAN4 RS14880 WP 017396558.1 NRLPDHCPACQKQSLKTIGAGTAKLEEHLQELFPHNEVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHFP 559
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HRLPDHCPECQQKSLKTLGAGTAKVEEHLQELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHFP 560
consensus *!!!!!!! !! !!!!*!!!!!!*!!!!!!!!!***!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo HVTLVAI LDIDAGLLSVDIRAPERTAQL IVQVAGRAGRGEHKGHNVYLQSTLRPDHPLMLTTL I EHKDYRATVAKQMTLAERKLVALM
NTDB id 313099 AhaeAN4 RS14880 WP 017396558.1 HVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGNVYLQSLRPDHPMLTTLIEHDYRTVAKQMLAERKLAM 639
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAERKVAL 640
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!*!!!!!!*!!!!!!*!!! !!!! !!!!!*!*

logo LPPYRYATVL IRAVESKDRDEYSTLQHFLNTDEAIAEQQLRQTI
MAGDI

LVDIWGP IPAPMERKAGRYRAHMVI LSADRAKRLHFYLRQWWAQQ
NTDB id 313099 AhaeAN4 RS14880 WP 017396558.1 LPPYRYTVLIRVESKDREYSQHFLTDIAQQLRTMAGDLVDIWGPIPAPMERKAGRYRAHMVILSADRAKLHFYLRQWWQQ 719
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPPYRYAVLIRAESKDRDYTLHFLNEAAEQLRQIAGDIVDIWGPIPAPMERKAGRYRAHMVILSADRARLHFYLRQWWAQ 720
consensus !!!!!! !!!! !!!!!*!* !!! * ! !!! *!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!! !

logo

L
VVHALPRQHQLRLS IDVDPQEFS

NTDB id 313099 AhaeAN4 RS14880 WP 017396558.1 VVHLPRQHQLRLSIDVDPQEFS 741
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LVHAPRQHQLRLSIDVDPQEFS 742
consensus *!! !!!!!!!!!!!!!!!!!!
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