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NTDB id 1177 A1552VC RS01165 WP 000422572.1 VATA 75
NTDB id 1203 PSJM300 01605 AFN76401.1 R PEMTRET Q 76
NTDB id 313054 AhaeAN43 RS11810 WP 005081584.1 .... AEIVGQS M 76
NTDB id 1019 ACIAD RS04205 WP 004922051.1 R G DGDMEAQI® 76
NTDB id 1307 DR RS10055 WP 010888596.1 ASBTRK|H [ 80
NTDB id 1116 NGFG RS10615 WP 003690200.1 R KASDLH S G PMIRVGD GN H 76
NTDB id 1086 NMV RS00245 WP 002218487.1 R KASDLH S G BPMIRVIGD GN H 76
NTDB id 1283 ACE17W RS02630 WP 010947729.1 R K SDLHISAG PPMIRVPGD INLP)LIN:q ViNY PMOIIMND QRKE |¥EINIENWDEFSFE 76
NTDB id 1259 GCO85 RS10305 WP 010947729.1 K SDLHISAG PPMIRV|YGD IBRZPIREHKBAYT K QRKE 2EIRIENWDFSFE 76
NTDB id 1194 PAKAF RS01995 WP 003084552.1 RN [GASDLH SAG PPMIRVPGD INLPIGLIN:AQRVI:ENL M TIMND QRK FINEIRRENDEFSFE 76
NTDB id 1202 PSJM300 01600 AFN76400.1 R IMASDLH S G PPMIRVINGD INLPEY DHKQ BEAL MY IMND QRK FIREIRREWDFSFE 76
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NTDB id 1203 PSJM300 01605 AFN76401.1 G. INL TKIACIRARTE Ve ANeaNe) U W .V IUBIGMRINKNS S 155
NTDB id 313054 AhaeAN43 RS11810 WP 005081584.1 EKTINASAYS)NSEIRDMPEM IAUGINTG GKST LA MI[@EYR! 156
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EKNERASAYSESZEIR R D MP([EMYY T IMRANE ISE INRHINZPELIE Iy GEATG GKST LA MI[epshit 156
NTDB id 1307 DR RS10055 WP 010888596.1 ARFRVNAFQG VNIRIRIP iy 13 [l P[ayn'ANs] ANWNYRGLVLVTGPTGSGKSTTLA MI|sl 159
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NTDB id 1086 NMV RS00245 WP 002218487.1 )\ ARFRVNAFNMRSRGIY AVFRTIPSEy LS AIRIYRG VLVTGPTGSGKSTTLAAMIN 155
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NTDB id 1259 GC085 RS10305 WP 010947729.1 W ARFRVNAFNQSJRGEY AVFRTIPSINILS ASSSJRGLVLVTGPTGSGKSTTLAAWMIN 155
NTDB id 1194 PAKAF RS01995 WP 003084552.1 G ARFRVNAFNQWRGINGAVFRTIPS|Y L DMIYRGLVLVTGPTGSGKSTTLAAM I 155
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 233
NTDB id 1203 PSJM300 01605 AFN76401.1 IMPDVIL GE 235
NTDB id 313054 AhaeAN43 RS11810 WP 005081584.1 IWPDVIL GE 236
NTDB id 1019 ACIAD RS04205 WP 004922051.1 IMPDVIL GE INMAETGHLVF TLHENJARN] 236
NTDB id 1307 DR RS10055 WP 010888596.1 IWPDVILVGE TAAETGHLV.GTLHTNA 239
NTDB id 1116 NGFG RS10615 WP 003690200.1 TAAETGHLVFGTLHTN&AINK 235
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NTDB id 1283 ACE17W RS02630 WP 010947729.1 TAAETGHLVFGTLHTNSJANK 235
NTDB id 1259 GC0O85 RS10305 WP 010947729.1 TAAETGHLVFGTLHTNSANK 235
NTDB id 1194 PAKAF RS01995 WP 003084552.1 TAAETGHLVFGTLHTINSIAINK 235
NTDB id 1202 PSJM300 01600 AFN76400.1 TAAETGHLVFGTLHTAK 235
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