
logo

MNNKNNNMQI
M
I
SKLNHKFYVNI

P
H
R
I
T
Q
RS ILAFSRFLAAERSSSARLNTRASSGFTLVELLVAIA I FAVLSLMLGWKI

VFDYLLKVKRDRNAEHEV
NTDB id 313051 AhaeAN43 RS07635 WP 160126580.1 MNNKNNNMQISKLHFVNPRTQSLAFRFAERSSSARLNRSSGFTLVELLVAIAIFAVLSMLGWKVFDYLLKVKDRNAEHEV 80
NTDB id 1076 ABD1 RS08075 WP 000594585.1 .........MIKNKY..IHIRSIASRLAARSSSARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRDRNAEHEV 69
consensus ********** ! ****** !*! ! ! !!!!!!! ! !!!!!!!!!!!!!!!!!!!*!!!!*!!!!!!!*!!!!!!!!

logo

H
NLFAELQDAYQQI LRDSTLQI IPLSTANDQGGRQLHQAPALEVI

L
D
N
D
NQI

V
F
L
M
RFSKAGVSTDPLKQGLSPFYER I EYRFYDAEDSQKKRLYRLKYTN

NTDB id 313051 AhaeAN43 RS07635 WP 160126580.1 NLFALQDAYQQILRDSLQIIPLTANDGRQLQAALVLNDQVFMFSKAGVSDPLKQGLSPYERIEYRFDESQKRLYRLKYTN 160
NTDB id 1076 ABD1 RS08075 WP 000594585.1 HLFELQDAYQQILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQKKLYRLKYTN 149
consensus *!! !!!!!!!!!!!*!!!!!!*!! ! !!**!! * !* !!!!!!*!!!!!!!!!*!!!!!!*! !!*!!!!!!!!

logo LNI
T
P
SNREVQPLMSSTVLLDSNQVDEQRFYKQI

V
M
SVFLNTPQELVMTKQWPENVNI

VDPETKNPTANELKRKLPKLGI
LKIQLTVAGTVDNYEWIYRSL INDQGRDSLQDSLSQSQ

NTDB id 313051 AhaeAN43 RS07635 WP 160126580.1 LNIPNRVQPMSSVLLDNVERFKVSVFNPQELMQWPENNVDPENTAELRKLPLGLKIQLTVAGTDYEWIYRLIDRSQDSQ. 239
NTDB id 1076 ABD1 RS08075 WP 000594585.1 LNTSNREQPLSSTLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNYEWIYSLNQGDLSLSQ 229
consensus !! *!! !!*!! !! *!* * * ! !!!* !!! !*!! * !!*!!! !*!!!!!!!! !!!!! ! *

logo

EGNS
NTDB id 313051 AhaeAN43 RS07635 WP 160126580.1 .... 239
NTDB id 1076 ABD1 RS08075 WP 000594585.1 EGNS 233
consensus ****

X non conserved

X similar

X ≥ 50% conserved


