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NTDB id 1062 ABD1 RS15720 WP 000788345.1 ..MKNGFTLIEIMIVVAIIAILAAIATPSYLQYLRKGHRTAVQSEMMNIAQTLESQKMVNNRYPSNATIQSIYGSNVSPL 78
NTDB id 312999 AhaeAN59 RS01895 WP 160126720.1 MKENQGFTLIELMIVVAIIAIIAAIAYPSYQEYVKRTKRADMQSEMMQIAQRLQSYYVINHNYTN.AKLDNGLDTKDYPS 79
NTDB id 1007 ACIAD RS15000 WP 004923844.1 MRVRHGFTLIELMIVVAIIGILAAIAYPSYQNYKIRVNRSDVQSELIRVSQQLQSYKMVNHGYAN.ASLAGLGNAASYPV 79
consensus *****!!!!!!*!!!!!!!*!*!!!!*!!!**!*** !***!!!*****! !*!****!* ! * !** * * *!*
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VLTATPKIASTGNSTMSQAGDNGAIVIVCLNDQSDHQGHQKCFWAISKAGASTADSCASTLSSANSTSNSTWTDEGR
NTDB id 1062 ABD1 RS15720 WP 000788345.1 QGKALYTLAFTTL.NDSTWVLTATPIANTSQAGDGIICLNDQGQKFWAKGATDCALSASSSWTE. 141
NTDB id 312999 AhaeAN59 RS01895 WP 160126720.1 SGTALYTVTLAP..AAQTWILTATPKTGTSQAGNGAVVLNSHGHKCWIKG.SSCTLSATSNWDGR 141
NTDB id 1007 ACIAD RS15000 WP 004923844.1 TGTAFYTLNLAVDSDNQGYVLTATPISSTMQAGNGIICLNQDGQKFWSKAATACSLSSNSTWDGR 144
consensus *!*!*!!* ** ****!!!!!** !*!!!*!***!! !*!*! !*** !*!!**!*!***
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