
logo

MM
T
N
SSSPSQSKRKRSRTALVATLTRNTEYFSPFGNKLVAQGSGHYVDNATEQLMRQAL IVEQSVKRKSTGRPSLPTEEVLEKAI

VTGQREQLSPELLRQYKKNQQLFELK
NTDB id 312840 D1367 RS13940 WP 118166982.1 .MNSSPQRRSTALTTRTEFSPFGNKLVQSGYVNTEQMRQALIESRKSGRPLTEVLEAITGQQLSPELLRQYKKQQLFELK 79
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
consensus * !!* **! !* ! !!!!!!!!! !*! !!*!!!!* *!*!!*!*! ! !*!! !!!!!!!!!!!*!!!!!!

logo

I
VLYGVDEFSLVDPEVANPSFIAGNTQTEQMAENL I EGRTFLFIPLVDI

TCRRFHKRFLLVPLASKQHQEDGQDTPPSVLVAMVADPDNLAEAQSDDELNR I LRPVKQGFLAELQR
NTDB id 312840 D1367 RS13940 WP 118166982.1 ILYGVEFLDPEVNSFGNTEMANLIETLIPVDICRRHRLVPLSKHEDQTPPSVLVAMVAPDNLEASDDLNRILRPQGLALQ 159
NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQE.GDPPSVLVAMVDPDNLAAQDELNRILRVKGFELR 159
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NTDB id 312840 D1367 RS13940 WP 118166982.1 RMVITQEDYQQLINQYLDEMAVKQKHLE...RENSTDISQDL.ENLGNLDIEDAPEEMEADLGAAMKGAEDAPVINLVNR 235
NTDB id 1410 SGL RS13950 WP 010873519.1 RLVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNK 239
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NTDB id 312840 D1367 RS13940 WP 118166982.1 ILAKALHEGVSDIHIEPQEENLRIRFRKDGVLREAFPSMPKKIIPAVTARFKIISNLDIAERRLPQDGRIRRLFEGRKVD 315
NTDB id 1410 SGL RS13950 WP 010873519.1 ILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVD 319
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logo FRVNTLPSRYGEKVCVLR I LDNSASTQLGLDFKL ITDNPETLNQI
TVKRDELMAVASRPFYGL IMLVTGPTGSGKSTTSTLYSAVLASEKRNDSPEGI

VNI
NTDB id 312840 D1367 RS13940 WP 118166982.1 FRVNTLPSRYGEKVVLRILDNSSTQLGLDKLITDPETLNIVKDMVSRPFGLILVTGPTGSGKTTSLYSALSEKNDPGINI 395
NTDB id 1410 SGL RS13950 WP 010873519.1 FRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNI 399
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LLVGETRDKETAKTAI EAALTGHLVLTTLHTNDAAPGAIA
NTDB id 312840 D1367 RS13940 WP 118166982.1 STVEDPIEYSLPGITQVQVIREKGLDFATALRAFLRQDPDVLLVGETRDKETAKTAIEAALTGHLVLTTLHTNDAPGAIA 475
NTDB id 1410 SGL RS13950 WP 010873519.1 NTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIA 479
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NTDB id 312840 D1367 RS13940 WP 118166982.1 RLGEMGIEPFMVSSSLIGVLAQRLVRRVCSECRIAYTPTTEELARYGLSASSDVAVSFYKANTLTLDAIAEAKTKNQLCS 555
NTDB id 1410 SGL RS13950 WP 010873519.1 RLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQ 559
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NTDB id 312840 D1367 RS13940 WP 118166982.1 KCNGVGYKGRCGVYEVMRVTENLQTLINEDAPTERIKEVAIEEGMKTLLAYSLDLVREGSTTLEEVERVTFTDTGLEAEL 635
NTDB id 1410 SGL RS13950 WP 010873519.1 KCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEM 639
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NTDB id 312840 D1367 RS13940 WP 118166982.1 KAKRKTGLTCRTCEATLKPEWLDCPYCMTSRF. 667
NTDB id 1410 SGL RS13950 WP 010873519.1 RAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS 672
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