logo

NTDB id 361 SMU RS01310 WP 002262737.1

NTDB id 312342 D1036 RS07090 WP 011226304.1
NTDB id 327 STU RS16115 WP 011226304.1

NTDB id 295 STER RS06915 WP 011226304.1
NTDB id 478 HSISS4 RS06985 WP 021143811.1
consensus

logo

NTDB id 361 SMU RS01310 WP 002262737.1

NTDB id 312342 D1036 RS07090 WP 011226304.1
NTDB id 327 STU RS16115 WP 011226304.1

NTDB id 295 STER RS06915 WP 011226304.1
NTDB id 478 HSISS4 RS06985 WP 021143811.1
consensus

logo

NTDB id 361 SMU RS01310 WP 002262737.1

NTDB id 312342 D1036 RS07090 WP 011226304.1
NTDB id 327 STU RS16115 WP 011226304.1

NTDB id 295 STER RS06915 WP 011226304.1
NTDB id 478 HSISS4 RS06985 WP 021143811.1
consensus

logo

NTDB id 361 SMU RS01310 WP 002262737.1

NTDB id 312342 D1036 RS07090 WP 011226304.1
NTDB id 327 STU RS16115 WP 011226304.1

NTDB id 295 STER RS06915 WP 011226304.1
NTDB id 478 HSISS4 RS06985 WP 021143811.1
consensus

logo

NTDB id 361 SMU RS01310 WP 002262737.1

NTDB id 312342 D1036 RS07090 WP 011226304.1
NTDB id 327 STU RS16115 WP 011226304.1

NTDB id 295 STER RS06915 WP 011226304.1
NTDB id 478 HSISS4 RS06985 WP 021143811.1
consensus

ROLE B EY SR T, LE RS

T AR EED AL R4

MTENKNVILSARDIVVEFDVRDRVLTAIRGVSLDLVEGEVLALVGESGSGKSVLTKTFTGMLEENGRVASGSIDYRGKDL
MTENKNVILSARDIVVEFDVRDRVLTAIRGVSLDLVEGEVLALVGESGSGKSVLTKTFTGMLEENGRVASGSIDYRGKDL

MTENKNVILSARDIVVEFDVRDRVLTAIRGVSLDLVEGEVLALVGESGSGKSVLTKTFTGMLEENGRVASGSIDYRGKDL

IKEKSBQD/% il M |K1 Q E ....... DA@KBENEY il

R Aﬁ : KH@ AEHLALY DKV

WIRKY DWABITRGAI WIFQDPMTSL PyURIGIRQIMEIZT KH JQUTINKEAIRKIZA DM KVGIP A |3 pN YPEIQ
TKFKSHQDWAAIRGAKIATIFQDPMTSLNPIKTIGSQIIEVIVKHQGKTAKEAKKMAIDYMDKVGIPDAEKRFNEYPFQY]
TKFKSHQDWAATIRGAKIATIFQDPMTSLNPIKTIGSQIIEVIVKHQGKTAKEAKKMAIDYMDKVGIPDAEKRFNEYPFQY
TKFKSHQDWAAIRGAKIATIFQDPMTSLNPIKTIGSQIIEVIVKHQGKTAKEAKKMAIDYMDKVGIPDAEKRFNEYPFQY]

TKIRKSHQDWARBITRGAKIATIFQDPMTSL PIKTIGSQI EVIVKHQGK AKEAKKMAIDYMDKVGIPDAEKRFNEYPFQY
%1 Pl b Dok Do DL DD DD L) B Pl b b b b D LD Lx ] AR

o ETAITIO B eEE

L WDEPTTALDVTIQAQI IIL KI [NGgeR]S IFITHDLGVVA{§ AD VAVMYAGIYI E
SGGMRQRIVIAIALACRPDVLICDEPTTALDVTIQAQIIDLLKSLKEEYGFSVIFITHDLGVVASIADKVAVMYAGEIIE
SGGMROQRIVIATIALACRPDVLICDEPTTALDVTIQAQIIDLLKSLKEEYGFSVIFITHDLGVVASTIADKVAVMYAGEIIE

SGGMRQRIVIATALACRPDVLICDEPTTALDVTIQAQIIDLLKSLKEEYGFSVIFITHDLGVVASIADKVAVMYAGEIIE
I S

1SN RSO e ST

Q
YATVEEIFYEPCHPYTWSLLSSLPQLADDNGKLFSIPGTPPSLYTPVVGDAFALRSDYALQIDFEEKAPQFQVSDTHWAK
YATVEEIFYEPCHPYTWSLLSSLPQLADDNGKLFSIPGTPPSLYTPVVGDAFALRSDYALQIDFEEKAPQFQVSDTHWAK
YATVEEIFYEPCHPYTWSLLSSLPQLADDNGKLFSIPGTPPSLYTPVVGDAFALRSDYALQIDFEEKAPQFQVSDTHWAK

e P b DL DL DL Dok Lok bk 000D Dk | Dotk b Lok Dok Dok Dok L0 Lok |k |

i e

TWLLHEDAPKVDKPAVIONLHEKILANMGFAHLGDEEEGNA 361
TWLLHEDAPKVDKPAVIONLHEKILANMGFAHLGDEEEGNA 361
TWLLHEDAPKVDKPAVIONLHEKILANMGFAHLGDEEEGNA 361
361

156
160
160
160
160

236
240
240
240
240

316
320
320
320
320



(>4 S

non conserved
similar
>50% conserved



