
logo

MALS IGDRRLGAI LLDQGYLGDNDLQRALERHSEVGGRLADVL IDSGMVGEKR IARAI EEALGIPLVNLLAVQPDPAALR

NTDB id 1306 DR RS10060 WP 027479822.1 MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAALR 80
NTDB id 1355 HI 0298 AAC21962.1 ................................................................................ 0
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 311997 D1108 RS04405 WP 237593620.1 ................................................................................ 0
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus

logo

S IRPQTALNLQAFPFALEGDRLRVALVDPLSSFS I ETLEDDSGFDI EPYQALREEVMWAIATHYPELGLE IVVPSGASDA

NTDB id 1306 DR RS10060 WP 027479822.1 SIRPQTALNLQAFPFALEGDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGASDA 160
NTDB id 1355 HI 0298 AAC21962.1 ................................................................................ 0
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 311997 D1108 RS04405 WP 237593620.1 ................................................................................ 0
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus

logo

GRTGGKLGERL ITHGYITDAQLQVALDAQQQTGEALGATL I SQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSM

NTDB id 1306 DR RS10060 WP 027479822.1 GRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSM 240
NTDB id 1355 HI 0298 AAC21962.1 ................................................................................ 0
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 311997 D1108 RS04405 WP 237593620.1 ................................................................................ 0
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus



logo

LRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDAL IGRPVQLMLTRPRDI ERL I EQFYPQRGRLGEQLVQEGTLSRDQL

NTDB id 1306 DR RS10060 WP 027479822.1 LRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSRDQL 320
NTDB id 1355 HI 0298 AAC21962.1 ................................................................................ 0
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 311997 D1108 RS04405 WP 237593620.1 ................................................................................ 0
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus

logo

REAL
M
A
Q
S
L
V
A
A
F
L
Q

A
H
T
E
R
T
P
S
E
G
Y
P
R
K
M
H
V
F
L
K
Q
S
T
P
G
N
I
F
L
F
I
V
G
S

A
E
Q
R
T

L
I
R
V

I
L
T
R
V
L
E
Q
K
L
A
E
E
K
G
F
H
I
Y
L
A
I
V
L
D
N
T
S
K
P
F
A
A
D
Q
S
T

E
K
N
T
Q
A
V
M
E
D
I
E
Q
A
E
Q
T
S
V
A
L
H
I
V
L
D
K
Q
T
E
A
L
K
Q
Q
A
V
A
N
S
K
K
R
V
A
A
E
F
G
S
K
G
G
T
Q
I
R
D
S
I
T
V
L
M
E
L
M
S
T
V
P

A
D
P
S
E
Q

T
A
Y
I
A
L
I
V
L
D
K
Q
E
S

E
L
N
S
F
K
S
V
G
H
K
S
F
I

I
F
L
Q
T
H
S
A
S
T
P

H
L
T
E
Q
S

I
L
M
Q
T
V
R
E

C
I
V
L
D
E
T
A
L
Q
R
V
A
E
I
K
N
S
H
T
Q

A
T
I
N
L
E
R
A
G
S
H
L
Q
A
S

N
Q
V
E
I

L
F
A
G
V
Y
E
L
E
S
P
C
E
F
L
M
Q
Y

F
P
T
L
Q
R
S
E
D
P
V
I
L
D
G
I
N
S
F
C
D
R
T
V
Q

F
N
Y
I
P
E
D
S

E
T
V
Y
P

NTDB id 1306 DR RS10060 WP 027479822.1 REALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQNPP 400
NTDB id 1355 HI 0298 AAC21962.1 ............................................MTSYAL....LHTQRVTAKNG........EVFTISP 24
NTDB id 1366 NTHI RS01950 WP 011271972.1 ............................................MTSYAL....LHTQRVTAQNG........EIFTISP 24
NTDB id 311997 D1108 RS04405 WP 237593620.1 .............................................MQY.........SVCDVNNR........QVFRISE 18
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ............................................MSQY.........TICEQQTE........RIFDISP 19
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ...........MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSRYDY 69
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ...........MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQYEY 69
NTDB id 1293 VP RS12240 WP 005479695.1 ...........MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQYEY 69
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ...MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINCIDV 77
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ...MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDLDVYDT 77
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ...MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDLGVFDP 77
consensus * * * * *** * * * ** ** *

logo

E
G
S
D
A
N
P
R
T
Q
S
L

F
K
I
L
W
L
V
E
P
Q
C

A
V
R
Q
K
L
T
D
Q
N
C
K
M
Y
Q
L
D
E
I
Q
V
G

N
P
D
E
Q
L

K
E
Q
R
A
D
H
Q
E
S
K

I
T
L
A
L
I
K
Q
R
T
L
K
RHYADVFLNRMTVIAMVLP I

V
L
A
F
H
I
N
Q
V
K
R

H
K
L
Q
S
R
E
D
E
Q
R
T

E
P
Q
S
N
G
T
H
Q
S
N
I
K
L
N
S
V
R
TL IVLYWVLGAI

M
T
V
K
A
S
D
N
S
D
E
M
L
P
R
N
S
T
K
L
N
V
I
Q
L
A
F
T
E
Q
S

S
A
I
M
L
E
C

K
D
E
A
E
I
T
D

L
F
I
K
Q
A
R
L
F
H
L
M
N
A
I

S
T
H
K
G
K
L
E
K
L
N
R
P
Q

T
I
V
H
L
E
A
L
P
A
I
V
I
V
L
I
M
L
A
V

S
A
D
E
E
T
F
H
S

E
H
K
S
D
R

A
D
Q
K
E
I
L
I
Q
T
E
S
K
K
T
E
R
Y
A

V
A
L
I
L
D
E
N
S
G
Q
R

A
E
N
Q
R
Y
H
L
L
M
S
T
F
Y

A
T
V
G
P
A
H
N
R
E
E
K
S
Q

E
G
I
S
T
L
M
Q

F
G
H
P
Q
S

E
G
H
I
F
Q
V

A
D
G
K
N
Y
E
A
D
F
K
L
E

D
E
Q
N
S

D
E
K
Q
S
G
T
V

NTDB id 1306 DR RS10060 WP 027479822.1 DPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITGKEILPAVMAEKDIIRLIERYFGEKGFEKLNK 480
NTDB id 1355 HI 0298 AAC21962.1 DLWERNQQQQSLLLRYFALPLKEENNRLWLGVDSLSNLSACETIAFITGKPVEPILLESSQLKELLQQLTPNQMQVEEQV 104
NTDB id 1366 NTHI RS01950 WP 011271972.1 DLWERNQQQQSLLLRYFALPLKEENNRLWLGVDSLSNLSACETIAFITGKPVEPILLESSQLKELLQQLTPHQMQVEEQV 104
NTDB id 311997 D1108 RS04405 WP 237593620.1 EQWQKNYDERHILLRYLTVPLREDQQTLWLAIDDMNNLSACEIFAFLTHKRIEPVLVSSEELKYLLGQLMPEQQSVYDET 98
NTDB id 1384 A4U84 RS08525 WP 010787006.1 SRWQKNCEEKQLLLRYLAVPVQETEHKLWLAVDDENNLTACEIFAFMTHKQIEPVVIASDELKYLLNALSPEQQPIYEES 99
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATGLQVELALADHRALQAAIRRLYGRSIQGAANQ 149
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATGLQVELVLADFRELTAAIRRLYGRSLGQEKSG 149
NTDB id 1293 VP RS12240 WP 005479695.1 ASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATGLQVELVLADFRELSTAIRRLYGRSLSHEKSG 149
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTGLNTHAIVVETDKLSALIDNLLTAKESQGLSE 157
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSKLLVEPVIVEHHKLEKVLGQHFAEESSFDFND 157
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSKLKVEPIIVEHDKLERLLSEHFVEETHFNFDT 157
consensus *** ** ** **!* * !**** ***** * * *** *** ******* * ** **



logo

G
Y
L
E
L
V
K
A
K
E
D
L
I
E
N
S

F
G
L
Q
E
D
LEG

ELEDAGINSVENSLAELVKRDGINPVDHKPSGDPAEFTAFQTYDDVEQLPSDEHI EILDQASDNEAEQITADHEALQTFDHKPQESLLVQSADGKNTEQLVDNDEDEASAPVI SIVKQRFVLYVLIDNGNSKQVLI IFLREIKLEFYSDCGAAIVLAKLQRHMQKDSNGASDLIHI
L
FETPQRTLYAKEQRNKDAEKMSQLMVFYI

K
L
Q
R
I
VRFYLRQVCIDGAIVLVIQHRQLPEVTYIQNKPAQNLTQSLFIPASP

NTDB id 1306 DR RS10060 WP 027479822.1 ELA...........ERNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSFP 549
NTDB id 1355 HI 0298 AAC21962.1 ..K...............FYQHQETHFEQEDDEPVIRLLNQIFESALQKNASDIHLETLADQFQVRFRIDGVLQPQPLIS 167
NTDB id 1366 NTHI RS01950 WP 011271972.1 ..K...............FYQHQETHFEQEDDEPVIRLLNQIFESALQKNASDIHLETLADQFQVRFRIDGVLQPQPLIS 167
NTDB id 311997 D1108 RS04405 WP 237593620.1 ..EL..............PYQPLAQEQHSDVNDPIIQVLDGLFKYGLKHNASDIHLEPQKDKMLIRLRIDGVLHPYKSFS 162
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ..EL..............AFVEQEQE.QLNLNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKSLS 162
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GKEISQD..ELANLVKVSDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQPA 227
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LKEINQD..ELAGLVDIGEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQPP 227
NTDB id 1293 VP RS12240 WP 005479695.1 LKEINQE..ELASLVDVGADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQPP 227
NTDB id 1251 GCO85 RS07725 WP 011946523.1 YVEDSGDLEGLEISAD.DEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATPP 236
NTDB id 1058 ABD1 RS01615 WP 001274986.1 E...EFD...LDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANPP 231
NTDB id 1018 ACIAD RS01685 WP 004920473.1 E...ELD...LDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATPP 231
consensus * * * * * * ** *************** !!!*!*!*** ***!*!*!!*! **

logo

A
I
N
S
K
L

G
S
I
H
Q

A
F
L
S
A
Q
T
S
R
N
Q
RI
L
M
T
S
A
I
A
SRLIKVILMLGASHNQKMLDIASELSKNRR I

Q
V
LPQDGGQRVFIGRSQKMFLRTKI

K
M
L
T
A
G
I
N
T
S

R
F
L
Q
K

A
D
S
E
I
R
K
D
T

D
I
T
A
L
IDLMFRLVNSSTCLPTI

S
V
Y
H
L
A
Y
F
WGEKALVIVMLRVAILQLKQDKPNSGAKSAPSNTVAAHIKNEMSPFLESGDLFIALNSTEDTEQAKLGMFYLETNSADPEDSVYENQNQRYQKETAQ

NTDB id 1306 DR RS10060 WP 027479822.1 KGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKG.SIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYA 628
NTDB id 1355 HI 0298 AAC21962.1 KIFANRIISRLKLLAKLDISENRLPQDGRFQFKTTFSDILDFRLSTLPTHWGEKIVLRAQQNKPVELSFSELGMTENQQQ 247
NTDB id 1366 NTHI RS01950 WP 011271972.1 KIFANRIISRLKLLAKLDISENRLPQDGRFQFKTTFSDILDFRLSTLPTHWGEKIVLRAQQNKPVELSFAELGMTENQQQ 247
NTDB id 311997 D1108 RS04405 WP 237593620.1 LQLANRLISRIKLLAKLDISESRLPQDGQFGFKTILSETLDFRVSSLPTYWGEKVVLRLQKNKPTHFDFTTLGFLAEQKE 242
NTDB id 1384 A4U84 RS08525 WP 010787006.1 IQLASRLISRIKLLAKLDISELRQPQDGQFSFTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQQT 242
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSRDTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQ 307
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQDTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQ 307
NTDB id 1293 VP RS12240 WP 005479695.1 NHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQDTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQ 307
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ASLSSRITARIKVMSNLDISERRIPQDGGFKMKISKSRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRT 316
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSKSKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKA 311
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSKSKTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKA 311
consensus ** ** *!*!*****!!*!*!*!!!!******* * *!*!****!!**!!!*!*!*** * **** !!* * **

logo

K
N
R
T
A
L
L
Y
F
T
M
Q
L
D
K
N
R
E
I
S
V
A
I
L
D
E
N
Q
K
S
R

K
Q
RPNQGI

L
M
F
L
I L IMVTGPTGSGKSTFIVTSCLFYSTTAGLDKRSQNRWYI ILANDQKTI

M
E
S
P
H
K
Q
S
D
E
A
R
S
V
I
K
H
N
T
I
T
L
M
STI

AEDP I
VEYIKYNE I

V
L
S
D
E
PGLVIVINQTSVNQI

V
Q
N
N
R
P
A
Q
S
K
A
T
V
I
D
Q
G
M
F
L
D
G
TFNSAGQAERLALKRATSFLRQDP

NTDB id 1306 DR RS10060 WP 027479822.1 RYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDP 708
NTDB id 1355 HI 0298 AAC21962.1 AFQRVLSQPQGLILVTGPTGSGKSISLYTALQWLNTPDKHIMTAEDPIEIELDGIIQSQINPQIGLDFNRLLRTFLRQDP 327
NTDB id 1366 NTHI RS01950 WP 011271972.1 AFQRSLSQPQGLILVTGPTGSGKSISLYTALQWLNTPDKHIMTAEDPIEIELDGIIQSQINPQIGLDFSRLLRAFLRQDP 327
NTDB id 311997 D1108 RS04405 WP 237593620.1 KLLRALRQPQGLILVTGPTGSGKSITLYSALDYLNDSKRHILTAEDPIEIELEGIIQTQINPAIDLGFSRLLRTFLRQDP 322
NTDB id 1384 A4U84 RS08525 WP 010787006.1 TLLNALKQPQGLILVTGPTGSGKSITLYSALNYLNQMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLRQDP 322
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDP 387
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDP 387
NTDB id 1293 VP RS12240 WP 005479695.1 LYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDP 387
NTDB id 1251 GCO85 RS07725 WP 011946523.1 NFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQDP 396
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDP 391
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDP 391
consensus ** ** *!*!**!*!!!!!!!!*******!***** * ***!*!!!*!* **!**!********* !* *!**!!!!!!



logo DVIVI FML
VGE IRDQELDESTAMRKEMIAVLI ESRKASALQTGHMLVMLASTLHTNNDSALIPAGSEATLIVNESITRLAEVLQRSEQNLMGVIAKPQENPTEQSHYFENLI EKNQSAATNSASVLMTNSLGL IVLVIAQRLVARRKI

V
LCNTKPSHEYKQCRGKARIQGAKNVPAIRTVQDNREAHQDPDFINSTV

NTDB id 1306 DR RS10060 WP 027479822.1 DIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTNAD 788
NTDB id 1355 HI 0298 AAC21962.1 DIIMLGEIRDEESAMIALRAAQTGHLVLSTLHTNDAISAISRLQQLGIQQYEIKNSLLLVIAQRLVRKLCSKCGGN.... 403
NTDB id 1366 NTHI RS01950 WP 011271972.1 DIIMLGEIRDEESARIALRAAQTGHLVLSTLHTNDAISAISRLQQLGIQQHEIENSLLLVIAQRLVRKICPKCGGN.... 403
NTDB id 311997 D1108 RS04405 WP 237593620.1 DVIMLGEIRDQESAEIALSAAQTGHLVLSTLHTNDAPSAIERLLQLGIKEYEINNSLLLVVAQRLVRKLCTECGGK.... 398
NTDB id 1384 A4U84 RS08525 WP 010787006.1 DIIMLGEIRDEESAKMALRASQTGHLVLSTLHTNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRGV.... 398
NTDB id 1168 A1552VC RS11070 WP 000957200.1 DVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLCKHCKIAVRPS 467
NTDB id 1401 DSB67 RS12665 WP 010643259.1 DVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCRQPQEPN 467
NTDB id 1293 VP RS12240 WP 005479695.1 DVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCKQPQEHT 467
NTDB id 1251 GCO85 RS07725 WP 011946523.1 DIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLCNQCKAVRDDF 476
NTDB id 1058 ABD1 RS01615 WP 001274986.1 DIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLCSQCKIPA.DI 470
NTDB id 1018 ACIAD RS01685 WP 004920473.1 DIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRLCSQCKRPI.QV 470
consensus !****!!!!!***!**!**!**!!!*!**!!!!! ! *** !! **!* ******* ***!!!!*!**! !*

logo

T
P
A
K
N
S
V
E

L
R
Q
G
V
S
L
Q
L
I
R
S
H
L

Q
R
E
F
I
M
L
A
GI
F
A
K
S
Q
T

N
T
P
E
A
E
N
Q
R
T

E
D
N
Q
I
L
R
V
A
G
H
Q

A
P
D
E
N
F
I
L

K
Q
R
Y
F

E
I
Q
R
V
L

M
Y
F
A
E
K
Q
R
N
G
A
P
A
T
D
V
L
G
A
I
C
D
E
H
K
L
P
N
R
SCGQYD

ECGHRYTGSTEHQGYKSRGRMTIVGLVI FHYQECFLVFLMAPRVHSKI
K
R
V
M
W
F

N
Q
D
T
A
D
G
K
T
E
P
Q

K
N
S
E
I
L
A
G
R
S
Q
R
K
E
L
T
I
A
L
I
G
I
M
A
Q
S
E
K

R
D
G
R
A
G
P
N
S
I
S
V
A
A
H
L
G
I
K
Q
D
E
F
L
I
D
L
R
A
E
D
R
A
K
A
Q
S
T
V
L
S
T
A
LGK
Q
A
E
I
Y

C
E
K
S
T
Y
Q
A

E
S
T
N
L
D
G
L
M
F
K
L
R
E
N
Q
S

S
T
N
I
L
F
Y
Q
R

NTDB id 1306 DR RS10060 WP 027479822.1 PE.VLRRLGISERDIRGAN..LMRGTGCPRCG.GTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLR 864
NTDB id 1355 HI 0298 AAC21962.1 ..........................LANSCDCHQGYRGRIGVYQFLHWQQN............D......YQTDFKNLR 439
NTDB id 1366 NTHI RS01950 WP 011271972.1 ..........................LINSCDCHQGYRGRIGVYQFLHWQQN............G......YQTDFENLR 439
NTDB id 311997 D1108 RS04405 WP 237593620.1 ..........................GCK..YCYHGYRGRIGVYQLFSKNGK............IFEKST.ACLDFENLY 437
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ..........................GCD..ECYQGYRGRIGVYQCLSRTAK............KFDKQT.AYLDFSSLR 437
NTDB id 1168 A1552VC RS11070 WP 000957200.1 .ALLQSQFAFQPNEI....LYEANAAGCN..ECTGGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLA.KANGMQTLQ 539
NTDB id 1401 DSB67 RS12665 WP 010643259.1 .SQLQH.IGIANTEQ....IFQANPDGCN..ECTHGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLA.IANGMQTLQ 538
NTDB id 1293 VP RS12240 WP 005479695.1 .VQLQH.LGIQTTDN....IFRANPDGCN..ECTHGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLA.IANGMSTLQ 538
NTDB id 1251 GCO85 RS07725 WP 011946523.1 TNQGLIELGFKEADLV..NLKLYKAVGCE..QCTSGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLA.QSEGMLTIF 551
NTDB id 1058 ABD1 RS01615 WP 001274986.1 PKQSLLEMGFTEQDLAHPDFRVFQPVGCL..ECREGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAAS.EKLGFNNLR 547
NTDB id 1018 ACIAD RS01685 WP 004920473.1 PERSLLEMGFTPEDLAQPEFQIFEPVGCH..DCREGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATA.ETLGFNNLR 547
consensus ** * ** ** !!*!!*!***** * ** * ** * * ** ***

logo

A
M
R
E
Q

D
SAGKQILKQEKAFILVELRMSKTEQQGLVITNDTS IEFLARSTKQEELIVDLENQARVTLAVSYGDHSYEKFEVNELSSV

NTDB id 1306 DR RS10060 WP 027479822.1 QDGIEKALQGLTTLEEVLAVTAS.... 887
NTDB id 1355 HI 0298 AAC21962.1 ASGLEKVSQGITDEKEIERVLGKNL.. 464
NTDB id 1366 NTHI RS01950 WP 011271972.1 ESGLEKVSQGITDEKEIERVLGKNS.. 464
NTDB id 311997 D1108 RS04405 WP 237593620.1 QSAQQKFKTGITSLEEIERVLGHVESV 464
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ESAKQKIEQQLTNETEVDRVLGYE... 461
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ESGLEKLREGITSFAELQRVLYF.... 562
NTDB id 1401 DSB67 RS12665 WP 010643259.1 MSGIEKLKQGITSFRELQRVLYF.... 561
NTDB id 1293 VP RS12240 WP 005479695.1 MSGIEKLKQGITSFSELQRVLYF.... 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 QSGIEKVKEGITTIEEVNRVTVD.... 574
NTDB id 1058 ABD1 RS01615 WP 001274986.1 RSGLKKVMQGVTSLQEVNRVTSE.... 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 RSGLKKVMQGVTSLQEINRVTSE.... 570
consensus ****!* ***!* !***!*

X non conserved

X similar

X ≥ 50% conserved


