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NTDB id 1417 SGL RS04200 WP 014407071.1 ......MNAVLLVEDSSSQREMISGILKDHGWQVTIACDGVEALEKLQNFSPDLVVLDIVMPRMNGYEVCRRIKSDPKTK 74
NTDB id 311776 HYN24 RS14585 WP 117609935.1 ..........MVIDDSNTIRRSAEIFLVQAGCQVVLAEDGFDALAKIADHHPSVIFCDIMMPRLDGYQTCSLIKKNPRFK 70
NTDB id 1047 H0N27 RS03110 WP 000389061.1 MEDAFQNLKVMVIDDSKTIRRTAETLLQREGCEVITAVDGFEALSKIAEANPDIVFVDIMMPRLDGYQTCALIKNSQNYQ 80
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