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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
NTDB id 311757 D1F64 RS11385 WP 117412544.1 .MAGSVNKVILVGNLGADPEIRRTQDGRPIANLSVATSDSWRDKNTGERRERTEWHRVVIFNEGLCKVAEQYLRKGSKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
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NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEG............YGQSQE.......AYQRP 132
NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEG............YGQSQE.......AYQRP 132
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQG...........SGWNQAPAQTNYNQGGYSDN 142
NTDB id 311757 D1F64 RS11385 WP 117412544.1 LEGQLQTRKWQDQSGQDKYSTEVVLQGFNSTLTMLDGRAQGEGGGDYSSGGRVGQGSQGGGDFGQS............AP 147
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPA..QGGMNVPAQ..QGSWGQPQQPAKQ.....HQP 150
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NTDB id 1103 NMB RS07590 WP 002212976.1 AQQSRQPASDAP..SHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 AQQSRQPAPDAP..SHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 YAQNNNFNGGNATRPQPAQKP......AAQAEPPMDNFDDDIPF 180
NTDB id 311757 D1F64 RS11385 WP 117412544.1 MNQGGQYGG.GQGGQGGQSAP......GGQRSGPVDDMDDEIPF 184
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MQQS...........APQQYS......QPQYNEPPMDFDDDIPF 177
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