
logo MDQAAAVCLTICR INQML ILTSNPFSDLLFLRKWKWKAGDMPTSMNSLGTVSNPKVLLQKTFVFTRKDYDRKI SLRQMIGKQVAQVAKASAI
L
P
KNFE I EQFLYKYNPQDKLVKPQKRLVRL

NTDB id 599 KW2 RS05940 WP 021037268.1 ...............MITNFDLFRWKKAGMT.NLGVNKLLKFFRKYDRKISLRQMGQVAQVKSIPNFIEQYKNQDVKKLR 64
NTDB id 311362 D0819 RS03945 WP 153256750.1 MDQAAACLTICRINQLLSPSLLLKWWKADPSMSLTSPVLQTVTRD........QIK....AAALKNEIEQLYP.KVQRVL 67
NTDB id 114 BSU 16110 NP 389493.1 MDQAAVCLTICRINQLLSPSLLLKWWKADPSMSLTSPVLQTVTRD........QIK....AAALKNEIEQFYP.KLPRVL 67
consensus ***** ***************!**!*!!*****!****!****!* !** *****!*!!!*** ** ***

logo ADAYREKQKGFI SNSTFI SP I LSDSDKLQYPEFRWLRKES IYNDPPVALVI
LFYAQKGNDI
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NTDB id 599 KW2 RS05940 WP 021037268.1 ADY..KKFSSFSILDDLYPERLREIYNPPVLIFYQGNIDLLKN.PKLAFVGSRLAGQSGIKSVQKIVTE.LNQSFTIVSG 140
NTDB id 311362 D0819 RS03945 WP 153256750.1 AAYREQGINTIPISSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNHLTKEICRKGWVIVSG 147
NTDB id 114 BSU 16110 NP 389493.1 AAYREQGINTIPISSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNHLTKEICRKGWVIVSG 147
consensus !*!*********!****!!**!**!!*!!***!**!***!!****!***!!*!*****!***!*****!*******!!!!

logo LAKSGIDTGAMSHLASAAS IKTAKTGPRTIAGVIGATGGLFDQI
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NTDB id 599 KW2 RS05940 WP 021037268.1 LAKGIDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYLAKYQLVLSEYSLGEKPLKYHFPERNRIIAGLSRGVVV 220
NTDB id 311362 D0819 RS03945 WP 153256750.1 LASGIDGMSHAASIKAKGRTIGVIAGGFQHIYPRENLQLADHMAKHHILLSEHPPETKPQKWHFPMRNRIISGLSEGVIV 227
NTDB id 114 BSU 16110 NP 389493.1 LASGIDGMSHAASIKAKGRTIGVIAGGFQHIYPRENLQLADHMAKHHILLSEHPPETKPQKWHFPMRNRIISGLSEGVIV 227
consensus !!*!!!**!!***!!*!**!!*!!**!****!!*!!*******!!****!!!*****!!*!*!!!*!!!!!*!!!*!!*!

logo VEQAGKLERKSGSL ITCAEYRQALEEQGRDE I
VFAI

VPGNS ILAFDGPTYSADGGCPNIHKL IQQGAKLAVIYWQSAQEDI LFEEYLLPYENRNVQYTEPF
NTDB id 599 KW2 RS05940 WP 021037268.1 VEAKLRSGSLITCERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEEYLYN........ 282
NTDB id 311362 D0819 RS03945 WP 153256750.1 VQGKEKSGSLITAYQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQYTEPF 297
NTDB id 114 BSU 16110 NP 389493.1 VQGKEKSGSLITAYQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQYTEPF 297
consensus !**!**!!!!!!***!!!*!!**!!*!!***!****!***!!!!!!!****!*!!*!!************
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