logo

NTDB id 311325 DO808 RS16355 WP

NTDB id 355 BSU 27480 NP 390625.

consensus

logo

NTDB id 311325 D0808 RS16355 WP

NTDB id 355 BSU 27480 NP 390625.

consensus

logo

NTDB id 311325 DO808 RS16355 WP

NTDB id 355 BSU 27480 NP 390625.

consensus

logo

NTDB id 311325 D0808 RS16355 WP

NTDB id 355 BSU 27480 NP 390625.

consensus

logo

NTDB id 311325 D0808 RS16355 WP

NTDB id 355 BSU 27480 NP 390625.

consensus

logo

NTDB id 311325 DO808 RS16355 WP

NTDB id 355 BSU 27480 NP 390625.

consensus

logo

NTDB id 311325 D0808 RS16355 WP

NTDB id 355 BSU 27480 NP 390625.

consensus

1563256315.

1

153256315.

1

1563256315.

1

153256315.

1

153256315.

1

1563256315.

1

153256315.

1

A LEEE UL A A A AR YRR A L

MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL
MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEATIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL
N

AR T LT A AL 88 LA DR L AR

QFQAEHFKKEIPTTK GIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG
QFQAEHFKKEIPTTK GIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG

00 EFCL FIVREELEACELYROADIE ) FAOELR L5 LTI

LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT
LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT]
PELE e rrrrrrrrrrrrrnt

e L DTOLLEAE T DR A, SV T LR AR ]

CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAITIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVK TASQT]
CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANATITALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKEBITASQT

EREEEHLA R A SRR LT TR AN

EYENQFPESEFLLALGELEERMMVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD
EYENQFPESEFLLALGELEERMMNVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD
PELLL e e rrrrrrrrrrrrrrrrrnt

oA VAR S ATt FTER L8 LD AL

EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQI

EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQI
N

VIENLN ST DO St LN RS R K

ITVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQOQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEV
ITVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEV
PELL e rrrrrrrrnt

80

160
160

240
240

320
320

400
400

480
480

560
560



logo VEKWANA\.KK WAKD QV\.A YR KA NH.NV \.QD \.N KEKRRE\.KF DWYRT DK
NTDB id 311325 D0808 RS16355 WP 153256315.1 |ANQARNIR GGV VONNAANNDINA) T CARNARAAINAIDENN QAN ACHUAAS AN QRN R )R IATAT e 640
NTDB id 355 BSU 27480 NP 390625.1 VEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNG 640
consensus . trrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrnd 1

D) S e RS I B 52 S DO SO A S N N R TS I e R R A K N P I GE I TSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFIQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAIT) 720
NTDB id 355 BSU 27480 NP 390625.1 IGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDF QFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAIT 720
consensus . trrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrr ik rrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrnd

logo RAKKF{ { EEEAtEV VKNNDATVRQTStKNRtSVQVEE DAEtEAtQKE{ FSVHDAN E T FDF KEEQQ

\
NTDB id 311325 D0808 RS16355 WP 153256315.1 I¥NGORMENe)HNN N INATCAN QNN WRA AN QNN RSAARAA R VIDY. N2 OV WAL G N NS DA TA DY W RV e N DN o UG Sy A R ] 798
NTDB id 355 BSU 27480 NP 390625.1 RAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798

consensus rrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrirrrrrrrrr e

logo

X non conserved
B similar
> 507 conserved



