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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPIAVLTA 85
NTDB id 31131 CJA RS15445 WP 012488786.1 ..MTMKRALIIDDEPDIRELLEITLGRMQITTDAAANIAQAKSHLNCNHYDLCLTDMRLPDGSGLELVEYIQQQHPGLPVAVITA 83
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPVAMITA 83
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 YGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARSQAPVFVTGES 170
NTDB id 31131 CJA RS15445 WP 012488786.1 HGSIDTAIESMKAGAFDFISKPVDLATLRRLVNTAIESAQLP...PQEPPQTTPIIGHSKAIQDLIRSIQKLARSQAPVYISGES 165
NTDB id 1473 PAKAF RS24000 WP 003094694.1 YGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPE...AEEAPVDNRLLGESPPMRALRNQIGKLARSQAPVYISGES 165
consensus *!**!*!! **!!!!!!!**!!!*** !* !***!* *** **** **! ! *** !* ! !*!!!!!!!***!!!

logo GTSGKEVLVANRSLVIHDERQLSGNPR I
S
S
E
G
K
RPFVIPAI

VNCGAIPRSTELMESELFFGHKKGSFTGAHITEQDKTQGL IFLQSAAEHSGGSTLFFLDE I
VAEDLP I

L
M

A
D
SMQVKLLRA

NTDB id 1045 H0N27 RS16330 WP 168727019.1 GTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSMQVKLLRA 255
NTDB id 31131 CJA RS15445 WP 012488786.1 GSGKELVARSIHDLGPRSSKPFIAVNCGAIPRELMESEFFGHKKGSFTGAHQDKTGLFQAAEGGTLFFDEVADLPIDMQVKLLRA 250
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDEVADLPMAMQVKLLRA 250
consensus !*!!!*!!***!****!***!!***!!!!!!*!!!!!!*!!!!!!!!!!! *!!*!!***! !!*!!*!!*!*!!* !!!!!!!!

logo

V
IQEKAKS IVRAP I

VGAGSADQEQEVIADTTVDFVRVI ILSCASTHQKNDLADEAKLLEVAGRAEQGKRFRQDLYFFYR I
L
H
NVMIDEQLAIRLVAPPLRDERGKREDVI LPLLTAENQRHFIL ILKQRKI

L
C
A
G
M
T

D
E
I
T
W

E
G
T
LPAPTAKPHQRL

NTDB id 1045 H0N27 RS16330 WP 168727019.1 VQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPKQL 340
NTDB id 31131 CJA RS15445 WP 012488786.1 IQEKSVRPIGAAEEITTDVRILCATHKNLEKEVAEGRFRQDLFYRLNVIQLAVAPLRDRKEDIPLLTQHLLQKLATEIGLPTPHL 335
NTDB id 1473 PAKAF RS24000 WP 003094694.1 IQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPLLAERILKRLAGDTGLPAARL 335
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 TEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQSI.......QTTVAAPQAVKKLPSEG 418
NTDB id 31131 CJA RS15445 WP 012488786.1 SPAAQKRLEEYHFPGNVRELENVLERAFTLCDSDTIEAEDLQLRGSTNSI.RPVIEAGQLPGSQTPARNNTVDYP..ARCAEYPS 417
NTDB id 1473 PAKAF RS24000 WP 003094694.1 TGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS.....................QEGA..ASLSEIDN 397
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 31131 CJA RS15445 WP 012488786.1 LDEYLQDVEKEILCSALEQARWNKTLAAKHLGISFRSLRYRLQKLGLEDE..... 467
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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