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NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
NTDB id 1110 NGFG RS09235 WP 003689817.1 .................MSVGLLRILVQNQVVTVEQAEHYYNE.SQAGKEVLPMLFSD..GVISPKSLAAL.......IA 53
NTDB id 1168 A1552VC RS11070 WP 000957200.1 .................MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLEL..SIFHAQELTEQ.......LS 54
NTDB id 1401 DSB67 RS12665 WP 010643259.1 .................MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSS..GFFQSHELTEH.......LS 54
NTDB id 1293 VP RS12240 WP 005479695.1 .................MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSS..GFFTSSELAEH.......LS 54
NTDB id 1251 GCO85 RS07725 WP 011946523.1 .........MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKN..KILSAEQIALT.......AA 62
NTDB id 31128 CJA RS13180 WP 012488324.1 ...........MNTPVSSLSGLARRLVSDNLLDPDLAGKAIIQAKKDKVPFVHHLVSN..GILDARIIARV.......AA 60
NTDB id 1058 ABD1 RS01615 WP 001274986.1 .........MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEE..VHLSPSLLAET.......IS 62
NTDB id 1018 ACIAD RS01685 WP 004920473.1 .........MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDN..FSISPLTIAEI.......IS 62
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NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRR 160
NTDB id 1110 NGFG RS09235 WP 003689817.1 RVFSYSILDLRHYPRH.....RVLMGVLTEEQMVEFHCVPVFRRG...DKVFFAVSDPTQMPQIQKTV...SAAGIAVEL 122
NTDB id 1168 A1552VC RS11070 WP 000957200.1 HIFGLPETDLSRYDYA.....NLCQQLGLRELITRYDALPIAKQG...NLLLLAVSDPTLLQAEEEFR...FATGLQVEL 123
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SVFGLSCTSLNQYEYA.....SLCQTLGLRDLITRHNALPLNRTS...STLILAVADPTNLQAEDDFR...FATGLQVEL 123
NTDB id 1293 VP RS12240 WP 005479695.1 SIFGLSQPELSQYEYA.....SLCQQLGLRELITRHNALPLHRTP...STLLLAVADPTNQQAEDDFR...FATGLQVEL 123
NTDB id 1251 GCO85 RS07725 WP 011946523.1 QNFGVPMLDINCIDVG.....TIPVNLVNEKLIKRHAMVPLFSRG...TNLYLATDDPSKQASLKEIQ...FHTGLNTHA 131
NTDB id 31128 CJA RS13180 WP 012488324.1 EEFGTPVFDLGALNKD.....TIPQKLVDEKLIRKHQTLPLSRRG...NRLFLAVADPTDLHALDEIK...FNTGINTEA 129
NTDB id 1058 ABD1 RS01615 WP 001274986.1 AEFAEPYFDLDVYDTS.....QIPKDLVDQKLILKHRILPLIQRG...QILYVATSNPSNIEAIDAIR...FNSKLLVEP 131
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LEFGEPLLDLGVFDPA.....LFLKDKIDEKLIQKYRIMPLVHRG...HVLYVATSNPTNIEAMDAIR...FNSKLKVEP 131
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NTDB id 1410 SGL RS13950 WP 010873519.1 LVVTQDDFNQLLEQYYAIREEWEAAQEKRD.QERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNK 239
NTDB id 1110 NGFG RS09235 WP 003689817.1 VIVEDDQLAGLLDWVGSRSTSLL..QELGEGQEEE......................ESHTLYIDNEEAEDGPVPRFIHK 178
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ALADHRALQAAIRRLYGRSIQGAANQ.GKEISQDELA...........NLVKVS...DDELQSIEDLSQDDSPVSRFINQ 188
NTDB id 1401 DSB67 RS12665 WP 010643259.1 VLADFRELTAAIRRLYGRSLGQEKSG.LKEINQDELA...........GLVDIG...EDEIENIEDLSQDESPVSRYINQ 188
NTDB id 1293 VP RS12240 WP 005479695.1 VLADFRELSTAIRRLYGRSLSHEKSG.LKEINQEELA...........SLVDVG...ADEIDNIEDLSQDESPVSRYINQ 188
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IVVETDKLSALIDNLLTAKESQ.GLSEYVEDSGDLEG...........LEISAD.D.EDQDIDTATSVTDDAPIVKFVNK 197
NTDB id 31128 CJA RS13180 WP 012488324.1 VLVEADKLKSTIEKYLSSQEEPLSLGDGL..DSDLED...........LDVETI.D.TNASTGDESTEADEAPIVKYINK 194
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VIVEHHKLEKVLGQHFAEESS.F....DF..NDEEFD...........LDVNLD.GPTAQEDEEEAPQGDEAPIVKYINK 192
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IIVEHDKLERLLSEHFVEETH.F....NF..DTEELD...........LDVEVD.PHTTDDDDEDDKLKDEAPIVKYINK 192
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NTDB id 1410 SGL RS13950 WP 010873519.1 ILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQ..GRK 317
NTDB id 1110 NGFG RS09235 WP 003689817.1 TLSDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQP.PIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKP 257
NTDB id 1168 A1552VC RS11070 WP 000957200.1 VLLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQP.ASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTA 266
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ILLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQP.PSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTA 266
NTDB id 1293 VP RS12240 WP 005479695.1 ILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQP.PNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTA 266
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ILLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATP.PASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRA 275
NTDB id 31128 CJA RS13180 WP 012488324.1 VLLDAIKGGSSDIHFEPYEKSYRVRFRTDGVLHEVSRP.PVNLATRMAARLKVMSQMDISERRVPQDGRIKLKVSK.TRA 272
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LLIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANP.PLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKA 270
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LLIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATP.PLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKT 270
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NTDB id 1410 SGL RS13950 WP 010873519.1 VDFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEV 397
NTDB id 1110 NGFG RS09235 WP 003689817.1 VDFRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESV 337
NTDB id 1168 A1552VC RS11070 WP 000957200.1 IDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQI 346
NTDB id 1401 DSB67 RS12665 WP 010643259.1 IDMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEI 346
NTDB id 1293 VP RS12240 WP 005479695.1 IDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEI 346
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEV 355
NTDB id 31128 CJA RS13180 WP 012488324.1 IDFRVNTLPTLFGEKIVLRILDPSSAKLGIDALGYEDNQKKLYLDALAQSQGMILVTGPTGSGKTVSLYTGLNILNTAEV 352
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESS 350
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHA 350
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NTDB id 1410 SGL RS13950 WP 010873519.1 NINTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGA 477
NTDB id 1110 NGFG RS09235 WP 003689817.1 NIATAEDPAEINLPGINQVNVNDKQGLTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPAT 417
NTDB id 1168 A1552VC RS11070 WP 000957200.1 NISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAET 426
NTDB id 1401 DSB67 RS12665 WP 010643259.1 NISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAET 426
NTDB id 1293 VP RS12240 WP 005479695.1 NISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAET 426
NTDB id 1251 GCO85 RS07725 WP 011946523.1 NISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAET 435
NTDB id 31128 CJA RS13180 WP 012488324.1 NISTAEDPVEINLEGINQVQMNTRVGLTFAEALRSFLRQDPDVIMVGEIRDLETAEIAIKASQTGHLVLSTLHTNSAPET 432
NTDB id 1058 ABD1 RS01615 WP 001274986.1 NISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPET 430
NTDB id 1018 ACIAD RS01685 WP 004920473.1 NISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAET 430
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