logo

NTDB id 311253 D0853 RS15080 WP 005481416.1

NTDB id 1290 VP RS01235 WP 254894148.1

NTDB id 1158 ABDM36 RS01105 WP 000224452.1

consensus

logo

NTDB id 311253 D0853 RS15080 WP 005481416.1

NTDB id 1290 VP RS01235 WP 254894148.1

NTDB id 1158 ABDM36 RS01105 WP 000224452.1

consensus

logo

NTDB id 311253 D0853 RS15080 WP 005481416.1

NTDB id 1290 VP RS01235 WP 254894148.1

NTDB id 1158 ABDM36 RS01105 WP 000224452.1

consensus

logo

NTDB id 311253 D0853 RS15080 WP 005481416.1

NTDB id 1290 VP RS01235 WP 254894148.1

NTDB id 1158 ABDM36 RS01105 WP 000224452.1

consensus

logo

NTDB id 311253 D0853 RS15080 WP 005481416.1

NTDB id 1290 VP RS01235 WP 254894148.1

NTDB id 1158 ABDM36 RS01105 WP 000224452.1

consensus

............. MATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEDAVLEAGYSPNSLARNLRRNESKTIVTIVP
VUSSR A RNM A TMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEDAVLEAGYSPNSLARNLRRNESKTIVTIVP
............. MATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVE AVLEAGYSPNSLARNLRRNESKTIVINIVP

I S AT

DICDPYFSEITRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF
DICDPYFSEITRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF
DICDPYFSEIIRGIEDAAMEHGYLVLLGDSGQQK RENSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF

AL TSV A L R CLARL 0 vt Al

APELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPDTAVLCQFRQQGYQQALRRAGISKDPQYSVITEFSFDGGAKA
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