logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1127 NGFG RS10560 WP 003703428.1
1126 NGFG RS09375 WP 003703428.1
1125 NGFG RS07215 WP 003703428.1
1108 NGFG RS06525 WP 003703428.1
1014 ACIAD RS13855 WP 004924483.1
1159 ABDM36 RS04765 WP 001166105.1
1150 A1552VC RS08580 WP 001166105.1
311248 D0853 RS11520 WP 021449594.1
1294 VP RS04495 WP 021449594.1

1395 DSB67 RS04445 WP 010649155.1
1362 HI 1008 AAC22669.1

1382 A4U84 RSO07375 WP 062924234.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1127 NGFG RS10560 WP 003703428.1
1126 NGFG RS09375 WP 003703428.1
1125 NGFG RS07215 WP 003703428.1
1108 NGFG RS06525 WP 003703428.1
1014 ACIAD RS13855 WP 004924483.1
1159 ABDM36 RS04765 WP 001166105.1
1150 A1552VC RS08580 WP 001166105.1
311248 D0853 RS11520 WP 021449594 .1
1294 VP RS04495 WP 021449594.1

1395 DSB67 RS04445 WP 010649155.1
1362 HI 1008 AAC22669.1

1382 A4U84 RS07375 WP 062924234.1

consensus

R BeknEY LLLEATLgﬁ T Ry e,

MSRGGATPY FLLRV AR[&G TIRKGKTMKKM . FV
MSRGGATPYRFLL AR[G FATLKGKTMKKM FV

T

MSRGGATPYRFLL AR[GGEWATIRKGKTMKKM . FV
MSRGGATPYRFLL AR[4G FATLKGKTMKKM FV

...... MSI HFFTFFWAT LTHFSMQEVFRQGFDQQYDAWKTQQKAHDTRLNSSASHHSLSKPTQQSGTCVKUARRIENY

...... MQIBTKIMTLEF LPTLPLIMANMEETAP. ... ...
LPTLPLLANAEETAP .......
............. PIRSLEA . e
PLSLAA DT .......
SWIAE . TKT.......
........ MI GA VVSSSFAEEKAT.......
........ M KLSRYTFS FG ATTFAEEKVT.......

* *

KKA@A

EAl%EKNEDBL§§EA APKCPAKPVLPAVKK

ALY )ASMGAPAPKGPAKPVLPAVKK
AJSLEYOASMGAPAPKGPAKPVLPAVKK
ALY OASMGAPAPKGPAKPVLPAVKK
AJSLEOASMGAPAPKGPAKPVLPAVKK

V@YR&% el

Ty Lo rorernt e

X non conserved
B similar
> 507 conserved

* x|

e am 53V EE QxleEbgﬁvééAéVN‘N AT




