
logo MS
T
Q
E
D
F
I
F
I
T
A
LLG

M
H
E
T
V
L
Y

S
F
D
Q
V
Y
I

F
L
Y
Q
A
S
N
Y

L
P
F
T
W
A
L
A
L
F
I
P
V
Y

L
P
I
V

F
A
L
S
V
A
F
T
A
I
V
L
L
V
F
A
S
G
A
L
L
T
C
I

I
VGSFLNVVIHYRFVLTPRVKI

MMKELQRGDEWTRQARVQFEACKNAQAQEMHYLSFLQPNLPEPEYGHKLQATIPDETIVIP IKQVGLEKLNKP IDDNEYD
P

NTDB id 1111 NGFG RS09220 WP 003689814.1 MSD.......LSVLSPF.AVPLAAVLGLLVGSFLNVVIYRVPVMMERGWTVFAKEHLNLPLT...............DDE 57
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 MQDIIA....YFIQNLTALYIAVALVSLCIGSFLNVVIYRTPRMMEQDWQQECQMLLNPEQPII...............D 61
NTDB id 1061 ABD1 RS18470 WP 001152280.1 MQDIIA....YFIQNLTALYIAVALVSLCIGSFLNVVIYRTPKMMEQDWQQECQMLLNPEQPII...............D 61
NTDB id 311152 D0436 RS19835 WP 208661337.1 MTEFFTLLGHTFDQAPWLFILLSFVFAATIGSFLNVVIHRFPVMMKREWQQECNQYLQEYHADVIKQVGLEKLNKPIDNY 80
NTDB id 1403 DSB67 RS12675 WP 010643256.1 ........MEVFQYYPWLFVVFATIFGLIVGSFLNVVIYRLPKIMELEWRRECAESFPEYKIEP...............P 57
NTDB id 1170 A1552VC RS11080 WP 000418747.1 ........MELFYFYPWLFPVLATLFGLIVGSFLNVVIYRLPKIMEREWRAECAASFPEYGITP...............P 57
consensus * * * ** * * ** *!!!!!!!!*! !**!* *! ** **

logo

E
K
P
S
H

G
R
E
R
T
K
F
Y
L
N
TLMNVSLVKPDGARSACTSCQPHQAKCGHKRQVQTAQP IKRAIPVWI

R
W
Y

H
D
QNLIP I

L
V

V
L
I
G
S
Y
WLAMLVLRGQKCHSAGANSHCKNQTHAKP INSSAIRYP I

A
L I EL ILTAGMF

V
L
M
L
C
F
V
S
A
G
L
F
L
T
V
L
I
V
V
A
F
T
M
W

Q
V
H
Y
F
P
G
W
F
P
G
T
S
V
Y
I
W

I
F
Q
A
F
M
T

I
V
L
G
A
F
A
L
G
A
V
L
F
I
V

F
L
S
T

NTDB id 1111 NGFG RS09220 WP 003689814.1 SRTFNLMKPDSCCPKCRVPIRAWQNIPIVSYLLLRGKCASCQTKISIRYPLIELLTGVLFGLVAWQYGWSWITLGGLILT 137
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 HEKLTLSKPASSCPACHQPIRWYQNIPLISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLT 141
NTDB id 1061 ABD1 RS18470 WP 001152280.1 HERLTLNKPASSCPACQQPIRWYQNIPVISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLT 141
NTDB id 311152 D0436 RS19835 WP 208661337.1 PEKYNLVVPGSACPKCKTAIKPWHNLPILGWLMLRGKCAACNAPISSRYPIIELITGLLVATLAWHFGPSWQFIFAAILT 160
NTDB id 1403 DSB67 RS12675 WP 010643256.1 KETLTLSVPRSSCQQCGTQIRIRDNIPVISWLLLRGKCHNCQAPINARYPLIELLTAFCSGFIAFHFGFSYFTVALVFFT 137
NTDB id 1170 A1552VC RS11080 WP 000418747.1 EGKLTLSLPRSTCPHCQTPIRVIDNIPLLSWLALRGQCSHCKAPISARYPLIELLTALMSLVIATHFPFGVFAVALLFFS 137
consensus ****! ! !*!* ! *!* * !*!****!*!!!*!* !* *!* !!!*!!!*!** * *** ** * * *****

logo

A
Y
F
W

F
VL I SAALTGF IDALFDETLMQYLLPDSRQFLMTLPL IMALAWGTLGI

L
I
L
A
G

F
L
I
A
N
T
L
A
D
L
N
F

H
N
G
F
I
G
T
I
S

F
P
Y

T
V
N
P
SL
P
S
T
N
Q

D
S
S
AVI LWIGYAAVLMVIAGFYSLCSLWLISLIVCFYAYWVLYFKVL ILTGKTEGMGNYGDFKL ILA

NTDB id 1111 NGFG RS09220 WP 003689814.1 AFLISLTFIDADTQYLPDSMTLPLIWLGLIFNLDG.GFVPLQSAVLGAVAGYSSLWLLCAVYKLLTGKTGMGNGDFKLIA 216
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 WVLIALTFIDFDTQLLPDRFTLPLAALGLGINTFN.IYTSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLA 220
NTDB id 1061 ABD1 RS18470 WP 001152280.1 WVLIALTFIDFDTQLLPDRFTLPLAALGLGINTFN.IYTSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLA 220
NTDB id 311152 D0436 RS19835 WP 208661337.1 FVLIALTGIDLDEMLLPDQMTLPLLWLGLLINLNH.TFTNPTDAIIGAAVGYLSLWSIFWLFKLLTGKEGMGYGDFKLLA 239
NTDB id 1403 DSB67 RS12675 WP 010643256.1 FVLIAATFIDLDTMLLPDQLTLPLMWTGIALALAGISPVSLQDSIIGAMAGYLCLWSVYWLFKLLTGKEGMGYGDFKLLA 217
NTDB id 1170 A1552VC RS11080 WP 000418747.1 YVLIAATFIDFDTLLLPDQLTLPLLWGGIALALLGFSPVSLSDAVIGAMAGYLSLWSIYWLFKLLTGKEGMGYGDFKLLA 217
consensus **!!**!*!! !* *!!! *!!!!***!***** * * * ***!** !** !! *****!**!!!*!!!*!!!!!*!

logo

V
A
F
LGAWMLGI

P
W
S
L
Q
A
Q
S
MLPMVLLVI IVFLVLSSVL ILVGLVAVIAVFIAGLI SVIMQL IRL IKRQSLKQRRKNKNQVAQGKLDIADEGNKMNRQHAP I

FAPFGPAYI
L
T
A
A
V
I
S
AGWFIV I

S
AF
L
T
I
L
A
W
N
G
H
Q
D
K
P
S
Q
V
I
WRAI

L
M
V

D
K
N

I
W
W
YFLSGTHSGTI

L
P
W

L
V
R
G
Q
V
PL

NTDB id 1111 NGFG RS09220 WP 003689814.1 ALGAWLGISALPVLIFVSSLIGLVAAIVMR....VAKGRHFAFGPALTVSGWIIFTANDSVWRAVNWWLTHPVR... 286
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 ALGAWMGPLMLPLIVLLSSLLGAIIGIILLKLRN..DNQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 1061 ABD1 RS18470 WP 001152280.1 ALGAWMGPLMLPLIVLLSSLLGAIIGIILLKLRN..DNQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 311152 D0436 RS19835 WP 208661337.1 VFGAWLGWQMLPLVILLSSLVGAVVGISLIISKRNQLANPIPFGPYIAAAGWIALIWGQPI...VDWYLSTL..... 308
NTDB id 1403 DSB67 RS12675 WP 010643256.1 ALGAWLGWQSLPMIILLSSVVGVIFGLIQLRLQKQGIEKAFPFGPYLAIAGWVSLIWGHQI...LNWYFTSILGV.. 289
NTDB id 1170 A1552VC RS11080 WP 000418747.1 ALGAWLGWQQLPVIVLLSSVVGVIFGLIQLRQQKKGIDMAFPFGPYLAIAGWFALLWGDKV...IDWYFTTWVGQPL 291
consensus **!!!*! !!*****!!**! * ****** * !!!*****!!** **** * * ****

X non conserved

X similar

X ≥ 50% conserved


