
logo

MNTM
T
A
T
S
T
G
TI
M
E
D
I
L
F
E
N
T
K
Q
S
D
F
I
Y
LLDKNRGLAML

V
A
D
E
H
K
T

Q
H
K
R
G
K
G
ASDI

L
I
Y
F
L
I
A
T
V
AGALMVEP I

P
A
L
Q
S
F
L
Y
M
R
K
I
L
V
D
S
NGDEKLYIDLRSTAP I

Q
V
N
S
T
G
E
F
Q
K
A
E
T
K
P
M
L
D
T
S
A
G
V
P
A
D
E
Q
S

Q
D
M
I
S
V
T
A
T
R
A
D
E
K
Q

T
L
I
L
M
V
D
L
Y
H
A
G
N
S
I
M
V
T
M
D
N
T
D
P
Q
E
K
Q
R
A
R
Q
Q
R
A
E
Q
R
I
EF IKTEKQEKNTRHEALCDNFSAFVI

NTDB id 1307 DR RS10055 WP 010888596.1 ...MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEEKRELDFSF 77
NTDB id 1177 A1552VC RS01165 WP 000422572.1 .......MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEA.LSVADVTALLHAMMDDARQAEFKQTREANFAV 72
NTDB id 1019 ACIAD RS04205 WP 004922051.1 .......MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIETHECNFAI 73
NTDB id 31096 SMLT RS05275 WP 005408369.1 MNTTATTIDFTSFLKLMAHQRASDLFITAGMPPAMKVNGKISPITQTPLTPQQSRDLVLNVMTPAQREEFEKTHECNFAI 80
NTDB id 1203 PSJM300 01605 AFN76401.1 .......MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTENHECNFAI 73
consensus *** *!**** **!!*****!*** ****!** ** **** ** ** ** * ** *! ***!**!**

logo

A
G
L
S
V

A
N
R
L
G
S
R
EKD
G
I
K
N
S
V

A
E
GRFRVNSCAFFMQYQRDEGNMNQLAPVGAGMVMILRLR IPETKNTRVIRPSTFPVIADEDEMLGHSKLPDEQPTIV I

V
L
I
Q
K
D
E
K
N
T

I
LA I

L
N
M
S
A
T
P
KRGI

L
I
V
I
LVFSTVGPATGSTGKSTTSMLASAMTIDQGHYI

RNKTQTHNKRSSKT
NTDB id 1307 DR RS10055 WP 010888596.1 ALG.DKARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDHINTTKK 156
NTDB id 1177 A1552VC RS01165 WP 000422572.1 VR..DSGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRNQHRT 150
NTDB id 1019 ACIAD RS04205 WP 004922051.1 LNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQHRNQHSK 153
NTDB id 31096 SMLT RS05275 WP 005408369.1 GLS.GVGRFRVSCFYQRNQVGMVLRRIETRIPTVEELSLPPIIKTLAMTKRGIILFVGATGTGKSTSLAAMIGYRNQNST 159
NTDB id 1203 PSJM300 01605 AFN76401.1 SAR.GIGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGYRNKNSS 152
consensus *!!!!**!*!! * !*!*!*!*!******** !! *** *!***!!*****!*!!*!!!!**!*!****!* **

logo

L
GHI LI STVI EDP I EFMIVHKPQENHAEQKANRGSC IVINTQREVGLSIDTELDSWYFDEADIVALRKANASTLRQAPDMVIMLVIGEMIVRDSTYREGVTI

M
E
K
D
A
H
YAI

L
M
V
T
A
A
FAETGHLCVFLMCGATLHTANSN

NTDB id 1307 DR RS10055 WP 010888596.1 LHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVMGTLHTNS 236
NTDB id 1177 A1552VC RS01165 WP 000422572.1 GHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMATLHANN 230
NTDB id 1019 ACIAD RS04205 WP 004922051.1 GHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFATLHANN 233
NTDB id 31096 SMLT RS05275 WP 005408369.1 GHIITIEDPIEFVHKHEGCIITQREVGIDTDSWEAALKNTLRQAPDVIMIGEVRTREGMDHAIAFAETGHLVLCTLHANN 239
NTDB id 1203 PSJM300 01605 AFN76401.1 GHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLATLHANN 232
consensus *!!***!!!!!!*! * **!**!!!!!*!!*!***!!***!!!!!!*!**!!*!**!*** !***!!!!!!***!!!*!*

logo APNEQSTAI
M
L
E
DR I LIVDHNLVFVFDPKAEEDQRHQRQENQFLVI FRWLLVMQDLASNLNLVKGAI

V
M
I
V
S
T
AQQL ILVRPDRSTAHKPNDGRKQSGRHKVRGLVAVAFIMVYE I

VL ILAGNNSTPARLAILVQRSAADYL IRDEKQRGKELTVI FYHQEKI
L
T
K
A
G
S
E
T
L
VMQAKDTRGSAGQTVDQREEVL

NTDB id 1307 DR RS10055 WP 010888596.1 APESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQITSVMQTGARE 316
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMARSQEV 310
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELMARSGEL 313
NTDB id 31096 SMLT RS05275 WP 005408369.1 ANQAMDRIVNFFPEDRRNQLLMDLSLNLKGVVAQQLVPSPDGRSRKVAMEILLGTPLVQDYIRDGEIHKLKEVMKDSVQL 319
NTDB id 1203 PSJM300 01605 AFN76401.1 ANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKGLMKRSTDL 312
consensus !*****!!* *** ** *!* **!**!!*****!!!*** *!**!****!*!***!** **!! !*** ** *! ** **

logo GMKVQTMFDAQSYALAFYDEGNQLFVYDQRVADHQRDHQGHKLE ITSEYADQEKDGALEHKLRRSYHAI
D
D
S
A
Q
S
P
K
N
N
D
E
F
V
L
A
R
R
L
L
Q
R
M
A
L
I
N
K
D
T
L
A
G
K
S
E
Q
R
S
A
E
G
A
D
T
G
LGN
D
A
K
Y
G
A
E
G
P
R

H
L
S
T

D
M
L
N
S
T
P
Q
R
S
A
E
V
G
R
S
A
M
S
L
D
P
S
Q

E
N
P
G
L
M
V
PAYNKS

T
E
A
L
R
I
D
E
K
S
E
S
M
E
I
T
S
D
F
R
S

T
D
D
G
P
Q
R

R
G
G
R
D
N
S

L
F
G
K
R

RGAAA
NTDB id 1307 DR RS10055 WP 010888596.1 GMVTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASAGLGGASMTPA.APPVPAYNSASSSSTGRGGDFGRGAAA 395
NTDB id 1177 A1552VC RS01165 WP 000422572.1 GMQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGD.DYG...SGSLQNV....KIDME.............. 368
NTDB id 1019 ACIAD RS04205 WP 004922051.1 GMQTFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEA.NKPLDNRERMSEM....ERKMTFDGQRRNLK..... 383
NTDB id 31096 SMLT RS05275 WP 005408369.1 GMKTFDQSLFELYQAGEISYEDALRYADSQNEVRLRIKLSQGG.DARTLSQG.LDGV....EISEIR............. 380
NTDB id 1203 PSJM300 01605 AFN76401.1 GMQTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSET.DGEHLTSV.SQGL....TLEMSDDDPGRSFR..... 381
consensus !!*!*!**!* !* !*****! !** ********* ** ** ** * * * * **



logo

PATPAAPAAGRSEPGRAGGFGRR
NTDB id 1307 DR RS10055 WP 010888596.1 PATPAAPAAGRSEPGRAGGFGRR 418
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ....................... 368
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ....................... 383
NTDB id 31096 SMLT RS05275 WP 005408369.1 ....................... 380
NTDB id 1203 PSJM300 01605 AFN76401.1 ....................... 381
consensus

X non conserved

X similar

X ≥ 50% conserved


