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NTDB id 596 KW2 RS08720 WP 021037686.1 ILLTIIFGFLFDFMLLPLLLCCFLI.....SFLGFSLN....LNFIFQILEWLVHKVDLPLH.........YPFVLGKPS 431
NTDB id 310958 D0S48 RS21085 WP 255475382.1 ................................................................................ 0
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NTDB id 22 SA RS07995 WP 001557362.1 FLSNLIFVPYYSIILFPLSILFFITSHFIVGLTPLNYL....VDLSFNFHDWLLDLFTRIKQ.........SHFSVPKFN 421
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NTDB id 1015 ACIAD RS12005 WP 004928865.1 PLLLIC........LTLAIVILFLPKGVVP.....KFWSVLCF..VPLLI....PSKMIRPTQISILDVGQGQSIFIQDQ 566
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NTDB id 310958 D0S48 RS21085 WP 255475382.1 ................................................................................ 0
NTDB id 38 MW RS08220 WP 001566670.1 DW..IF......IIFIISVYYIFWLLAKRK.YILVTVWT...IIILTLLI....TFPTNSHHKITMLNVGQGDSILYEGG 485
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NTDB id 1015 ACIAD RS12005 WP 004928865.1 T..QRILLDTGGYYDES...........KFSIGKQVVVPFLKSQGVHQLDRVILTHLDQDHSGGLPAVLQLIPTRMIQAN 633
NTDB id 1083 H0N27 RS04190 WP 168726476.1 Q..QNWLIDTGGSYDEK...........IFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPIIQQEIPVKQLISN 634
NTDB id 1070 ABD1 RS13145 WP 000472713.1 E..QNWLIDTGGSYDEK...........IFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPLIQQEIPVKQLISN 634
NTDB id 1128 NGFG RS01490 WP 020997305.1 N..RHLLFDTGTVAA.................AQTGIVPSLNAAGVRRLDKLVLSHHDSDHDGGFQAVGK.IPNGGIYAG 572
NTDB id 107 BSU 25570 NP 390435.1 HQRGRVLIDTGGTLSYS..SEPWREKQHPFSLGEKVLIPFLTAKGIKQLDALILTHADQDHIGEAEILLKHHKVKRLVIP 595
NTDB id 1199 PSJM300 12650 AFN78592.1 D..HALLYDAGPRYG.............DFDIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSG 577
NTDB id 494 SM12261 RS04305 WP 000942409.1 T.GKIILIDVGGKAESSKKIEKWQEK.TTTSNAQRTLIPYLKSRGVSKIDQLILTNTDKEYVGDLLEVTKAFHVGEILVS 581
NTDB id 522 SMSK321 RS04965 WP 000942453.1 A.GKTILIDVGGKAESDKKIEKWQEK.ATTSNAQRTLIPYLKSRGVAKIDQLILTNTDKEHVGDLLEVTKAFHVGEILVS 581
NTDB id 596 KW2 RS08720 WP 021037686.1 FNKENILIDTGGRLALP..QKNWQKA.QTQSNADKTLIPYLESMGVAHIDQLILTHTDADHVGDFLSLADKIKIREIWVS 570
NTDB id 310958 D0S48 RS21085 WP 255475382.1 ................................................................................ 0
NTDB id 38 MW RS08220 WP 001566670.1 K.NQNVLIDTGGKVIDD..TKQ.....PSYSISKYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIEIY 557
NTDB id 22 SA RS07995 WP 001557362.1 K.NQNVLIDTGGKVIDD..TKQ.....PSYSISKYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIVIY 557
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NTDB id 1015 ACIAD RS12005 WP 004928865.1 EE.IKDLSIPFSLC..............HSGQTWETSELKIQ.......ILSPKLENLQSTVFNRNEASCVMYLQLKQAS 691
NTDB id 1083 H0N27 RS04190 WP 168726476.1 EQLPNDLKQPFQYC..............HQGQQWHYSELDIQ.......ILWPKEKDLAFVASNQNQYSCVVYLQFKKVG 693
NTDB id 1070 ABD1 RS13145 WP 000472713.1 EQLPNDLKQPFQYC..............HQGQQWHYPELDIQ.......ILWPKEKDLAFVTSNQNQYSCVVYLQFKKVG 693
NTDB id 1128 NGFG RS01490 WP 020997305.1 QPEFYEGARH...C...............AEQRWQWDGVDFE.......FLRPSE....RKNIDDNGKSCVLRVVAG... 620
NTDB id 107 BSU 25570 NP 390435.1 KGFVSEPKDE..KVLQAAREEGVAIEEVKRGDVLQIKDLQ.......FHVLSPEA....PDPASKNNSSLVLWMETG... 659
NTDB id 1199 PSJM300 12650 AFN78592.1 EPERLPAALDARSC..............RTGQRWTWNQVNFSVWR.........W....PQATNGNQASCVLMVEAA... 627
NTDB id 494 SM12261 RS04305 WP 000942409.1 KGSLKQKQFVAE..LQA.TQTK........VRSITAG.ENLSIFGSQLEVLSP.R....KIGDGGYEDSLVLYGKLL... 641
NTDB id 522 SMSK321 RS04965 WP 000942453.1 KGSLKQKEFVAE..LQA.TQIK........VHSVAEG.ENVPIFGSQLEVLSP.R....KIGDGGHDDSLVLYGKLL... 641
NTDB id 596 KW2 RS08720 WP 021037686.1 PGELTNSSFV..EKLKK.AKIPI........HVSKVGDK.IPIFDSFLQVLSN.G....YTKKGDNNDSIVTYGNFY... 630
NTDB id 310958 D0S48 RS21085 WP 255475382.1 ................................................................................ 0
NTDB id 38 MW RS08220 WP 001566670.1 NKGYSSNTLMLLSKLS..HKYNIKLIDVRQVSSFKLGDSSFLFFDSFIP...........NSRDKNEYSIITMITYQ... 621
NTDB id 22 SA RS07995 WP 001557362.1 NKGYSSNTLMLLSKLS..HKYNIKLMDVRQVSSFKLGDSSFLFFDSFIP...........NSRDKNEYSIITMITYQ... 621
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NTDB id 1199 PSJM300 12650 AFN78592.1 .GERLLLTGDIDAQAERALVDGGM.EVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNA 705
NTDB id 494 SM12261 RS04305 WP 000942409.1 .DKYFLFTGNLEEKGEKELLKHYP.DLKVDVLKAGQHGSKKSSSSDFLEKLKPEFTLISVGKNNRAKLPHQETLTRLETI 719
NTDB id 522 SMSK321 RS04965 WP 000942453.1 .DKHFLFTGNLEEKGEKDLLKQYP.DLEVDVLKASQHGSKKSSSSAFLEQLKPEMTLISVGKSNRMKLPHQETLTRLEGI 719
NTDB id 596 KW2 RS08720 WP 021037686.1 .HTKFLFTGDLEQEGEKKLLQNYP.KLQVDVLKVGHHGSKTSSSPEFIKEIHPKLALISVGKANRYGHPNQETLETLAKY 708
NTDB id 310958 D0S48 RS21085 WP 255475382.1 .......MADAGSNIEEYLLDKFD.DISADVLKAGHHGSNTSSSAEFVNAFR............................ 44
NTDB id 38 MW RS08220 WP 001566670.1 .NKKVLLMGDASKNNESLLLKKYN.LPEIDILKVGHHGSKTSSSKEFIEMIKPKISLISSGKNNMYHLPNIEVVKRLQRI 699
NTDB id 22 SA RS07995 WP 001557362.1 .NKKVLLMGDASKNNESLLLKKYN.LPEIDILKVGHHGSKTSSSKEFIEMIKPKISLISSGKNNMYHLPNIEVVKRLQRI 699
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