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NTDB id 31093 THTHE16 RS06275 WP 014510472.1 MNGKGLTLVETLIALAVIGIAFGALLMSQLGNLRASAQSRFATEAKAAAVQVLEQKSADVLKSEATTN.......PLYVD 73
NTDB id 1031 TT RS04320 WP 011173284.1 .MRKGLTLVEVLVTLVIMGIAFAALLTSQLANLRASAQARFATDAKAAAVQVLERRSAEVLKSEIVPALSPYKDAPLDPD 79
consensus * !!!!!!! !* ! **!!!!*!!! !!!*!!!!!!! !!!!*!!!!!!!!!! *!!*!!!!! * *******!! *!

logo

D
NPSGTNTGWRSFYFVDYFYFYSCPTRVANPPSLPAKLQRGGSSVASNLRPGNLVPTCQSGSTETI

L
F
G
G
N
I
V
E
PVADWDRIRYGENSGI LGEGVVTLVVVTAQTHPQRG

NTDB id 31093 THTHE16 RS06275 WP 014510472.1 DP.TTGRSFYFVDYFYSCPTRVNPPLALRGGSSSNLR.NVPCQGSETLGNVEVDWRIYGESGILGEGVVTLVVTAQHQRG 151
NTDB id 1031 TT RS04320 WP 011173284.1 NPSGNWRSFYFVDYYFSCPTRVAPSPKQRGGSVANLRPGLTCSGTETIFGIPVAWDIRGENGILGEGVVTVVVTATHPRG 159
consensus !* !!!!!!!!**!!!!!! !** !!!! !!!* **! !*!!* **! ! ! !! !!!!!!!!!*!!!! !*!!

logo PKRVTI
LGRRVTCYDVYPSPTQDKQPAPCPPPGGGRP

NTDB id 31093 THTHE16 RS06275 WP 014510472.1 PRVTIGRRVTCYDVYPSPTQDKPAPCPPPGGGRP 185
NTDB id 1031 TT RS04320 WP 011173284.1 PKVTLGRRVTCYDVYPSPTQDQPAPCPPPGGGRP 193
consensus !*!!*!!!!!!!!!!!!!!!! !!!!!!!!!!!!
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