
logo MTRRGLTLLELLLVLGI LGVLLGLALPLLSPNRLALDQAARSLATQVTRARLEAIRQRNAFVGLHQAVFTEGAGGYLLFVDQRN
NTDB id 31092 THTHE16 RS06265 WP 014510470.1 MTRRGLTLLELLLVLGILGVLLGLALPLLSPNRLALDQAARSLATQVTRARLEAIRQNAFVGLHAFTEGAGGYLLFVDRN 80
NTDB id 1030 TT RS04315 WP 011173283.1 MTRRGLTLLELLLVLGILGVLLGLALPLLSPNRLALDQAARSLATQVTRARLEAIRRNAFVGLQVFTEGAGGYLLFVDQN 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!* !!!!!!!!!!!!! !

logo ANRGRYDPGEEFGATHRFGQGDNWARVRLDPEKSAI LGNMPLLFDPRGIPAKP ITATLVLTSGDGAI
TRKVVI SQQGRARLE

NTDB id 31092 THTHE16 RS06265 WP 014510470.1 ANRGYDPGEEFGATRFGQGDWARVRLDPEKSILGNMPLLFDPRGIPAKPITATLVLTSGDAIRKVVISQQGRARLE 156
NTDB id 1030 TT RS04315 WP 011173283.1 ANRRYDPGEEFGATHFGQGNWARVRLDPEKSALGNMPLLFDPRGIPAKPITATLVLTSGGATRKVVISQQGRARLE 156
consensus !!! !!!!!!!!!!*!!!! !!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!!!!!!!!!!
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