
logo MKLVEKI IKDLSNSFKEPTL ILKQI
MYLTRSHR IDAKKQNTQRI

V IDF IKQQRVPSDNCIDYLVYGSYKRNKSCS ILEYFL IVKPLPEKQI
V IRFI FYTENKKQVFLFI EQTLPHTDSNTYLSAS

NTDB id 310862 DDV21 RS11285 WP 116877804.1 MKLEIIKDLSFKETLIKMYLSRIDAKNQRIIDFIKQVSDCDYLYGSRNSSIYLVKPEQIIRFYTENKKVFFETPHSNYSS 80
NTDB id 366 SMU RS09505 WP 002262387.1 MKVKIIKDSNFKEPLLQIYTRHIDKQTQRVIDFIQQRPNI..VYGYKNKCLEFIPLEKVIRIFTENKQVLIQTLTDTYLA 78
consensus !!* !!!! !!!*!* *! *!! !!*!!!! ! * ****!! *! ** ***! *!! *!!!! ! !** !

logo KQYRLYFQFLEEQEMLGPKTHPF IR I SHQGSE I INI
LKYIKQLNLNTFIKRGSTI EQVI

TFKNTGQTNVSFVASRRS ILKSNRFKEKAQLGNL
NTDB id 310862 DDV21 RS11285 WP 116877804.1 KYRLYQLEEMLPKHFIRISHSEIINLKYIKQLNLNFKGTIQVIFKTGQNSFVSRRSISNFKKALGL 146
NTDB id 366 SMU RS09505 WP 002262387.1 KQRLYFFEQELGTPFIRISQGEIINIKYIKQLNLTIRGSIEVTFKNGTVSFVARRSLKRFKEQLNL 144
consensus ! !!! ! !* !!!!!* !!!!*!!!!!!!! *!*! ! !! ! !!! !!!* !! ! !
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