
logo MLKI
LENKVTGGYSAHNLIPVLKNDVSTFSEVSASDGELLVGL IGLNGAGKSTTINE I IGLLTPFYQGGQI SA IDGLTLIDQQDQPTAASYRKQKIGFYIP

NTDB id 310860 DDV21 RS10435 WP 116878128.1 MLKIENVTGGYSHLPVLKNVSFSVSSGELLGLIGLNGAGKSTTINEIIGLLTPFQGQISIDGLTLDQDQTAYRKKIGFIP 80
NTDB id 473 HSISS4 RS07770 WP 021143710.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
NTDB id 481 STER RS07730 WP 002951673.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
consensus !!!*!*!!!!!***!!!!*!*!*!**!!!*!!!!!!!!!!!!!!!!!!!!!!!**!!!*!!!!!**!!***!!*!!!*!!

logo ETPSLYEELTLKREHLE I
T
T
V
A
LMAYDGMLDTVDTEAGLMARVRAQDRKYLEKLFRLEDDEKLDWFPSTRQFSKGMKQKVMI ICAFLI IVDNPDSLF I FVDEPF

NTDB id 310860 DDV21 RS10435 WP 116878128.1 ETPSLYEELTLKEHLEITAMAYDMDTDEALRRAQRYLELFRLEDKLDWFPSRFSKGMKQKVMIICAFLIDPDLFIFDEPF 160
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
NTDB id 481 STER RS07730 WP 002951673.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
consensus !!!!!!!!!!!*!!!!***!!!**!**!** !!**!!*!!!!**!!!!!!**!!!!!!!!!!!!!!!***!*!!!*!!!!

logo LGLDPLAIASDLSIQELLADEEKANKGKAS I LMSTHVLDSAERKMCDRFVI LHKHGEQI
V
R
LASQGTI

L
D
E
S

A
ELRGQQTFGDSDRSASLNDIYVMAQLTKEG

NTDB id 310860 DDV21 RS10435 WP 116878128.1 LGLDPLAIADLSQLLADEKAKGKSILMSTHVLDSAERMCDRFVILHKGEVRASGTLSALRGQFGDDRASLNDIYVALTKE 240
NTDB id 473 HSISS4 RS07770 WP 021143710.1 LGLDPLAISDLIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKG 240
NTDB id 481 STER RS07730 WP 002951673.1 LGLDPLAISDLIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGTIDELRQTFGDSSASLNDIYMQLTKG 240
consensus !!!!!!!!*!!**!!!*!!!*!!*!!!!!!!!!!!!*!!!!!!!!!*!***!*!!***!!**!!!**!!!!!!!**!!!*

logo

V
ELS

NTDB id 310860 DDV21 RS10435 WP 116878128.1 V.. 241
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ELS 243
NTDB id 481 STER RS07730 WP 002951673.1 ELS 243
consensus ***

X non conserved

X similar

X ≥ 50% conserved


