
logo MS
TESTGFKRYS IVLASGSSGNSFYLETDPQKKRI L IVDAGLSTGKKI STQSLLMAE IDNRKPVDEDLVDAI L IVTHEHKSDHIHKGVGVLARKYGHLD

NTDB id 310844 DDV21 RS08250 WP 116879123.1 MSESGFKYSVLASGSSGNSFYLETDQKKILVDAGLTGKKITSLLAEINRKPEDLDAILITHEHSDHIKGVGVLARKYHLD 80
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLD 80
consensus !*!*!!*!!*!!!!!!!!!!!!!!*!!*!!*!!!!*!!!!* !*!!! !!**!*!!!!*!!!! !!!*!!!!!!!!!*!!

logo

L
VYANAEAKTWQAVI

MDEHGHMIGKS IVDSQVESQKHI FDKLRGKSMTI
MTFGDI

LDI ESFGVSHDAAEQPQFYRFLMKDGNKSFVI
MLTDTGYVSDRLMADG

NTDB id 310844 DDV21 RS08250 WP 116879123.1 LYANEKTWQVIDEHHMIGSVSQEQKHIFKRGSMMTFGDLDIESFGVSHDAAEPQFYRFMKDNKSFVMLTDTGYVSDRLAG 160
NTDB id 383 SMU RS06875 WP 002262928.1 VYANAATWQAMD..GMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMAD 158
consensus *!!! !!! *!***!!! * !!!!! ! *!!!!*!!!!!!!!!!!! !!!!! !!! !!!!*!!!!!!!!!!*!

logo L I ENADAGYL I ESNHDI E I LRSGI
SYPWRSLKQR I LSDKRGHLSNDDGAEQATMI

VRSTI
LGNKRTKRKIYLGHLSKENNI

VKELAHMTMEKNT
NTDB id 310844 DDV21 RS08250 WP 116879123.1 LIENADAYLIESNHDIEILRSGSYPWRLKQRILSDRGHLSNDDGAQAMIRSIGNRTRKIYLGHLSKENNIKELAHMTMET 240
NTDB id 383 SMU RS06875 WP 002262928.1 LIENADGYLIESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKN 238
consensus !!!!!!*!!!!!!!!!!!!!!! !!! !!!!!!!!*!!!!!!!!! !*!**!!*!*!!!!!!!!!!!!*!!!!!!!!

logo

A
SLLMAQADLAGAVDGHTDFKI

V
F
YDTSPDTALTPLATKI

NTDB id 310844 DDV21 RS08250 WP 116879123.1 SLLAADLGAGTDFKVFDTSPDTATPLTKI 269
NTDB id 383 SMU RS06875 WP 002262928.1 ALMQADLAVDHDFKIYDTSPDTALPLAKI 267
consensus !* !!!* *!!!**!!!!!!! !! !!

X non conserved

X similar

X ≥ 50% conserved


