
logo MF
LKI FKRLNAKEWGMI

V
F
LLSTAVF ICLAVWMDLKTPESYMSENITTLLQTEKGTTAASDIMDGPGSKML IMF

LSFGSSFFMMSAVLVVGFLAAS
NTDB id 310841 DDV21 RS06905 WP 116877665.1 MLKIFKRLNAKEWGMIFLSTVFICLAVWMDLKTPSYMSEITTLLQTEGTTAADIMGPGSKMLILSFSSFMSAVVVGFLAA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ! !!!!!!!!!!!!!* !!! !!!!!!!!!!!!! !!! !!!!!!! !!!! !!! !!!!!!* !! !! !!*!!!!!

logo RTAASFTTRLRASDI FNQRVMDYSDEAE IKKFS IPSLLTRTTNDLTQLQI LMITVMGMQVVTRGP IMAVWALTKIWGKSDSEWSTGWAS
NTDB id 310841 DDV21 RS06905 WP 116877665.1 RTAASFTTRLRADIFNQVMDYSDAEIKKFSIPSLLTRTTNDLTQLQILITMGMQVVTRGPIMAVWALTKIWGKSSEWSWS 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus !!!!!!!!!!! !!!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!! !!*

logo VGGVAVFL IVFL I LMLSVLML
MFVAFPRMQRSKQI

VQSLTDALNSTTRE I
SLSTGI

VRVVRAYNAEDYQDATKFKTKRENDKKNLTKLNLFLVHYRLMASL
NTDB id 310841 DDV21 RS06905 WP 116877665.1 VGGAVFIVLILLSVMLFVAFPRMSKIQSLTDALNSTTREILSGIRVVRAYNAEDYQDAKFTKENDKLTKLNLFVHRLMAL 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus !! !! !! !*!!!**!!!!!! *!!!!!!!!!!!!! !*!*!!!!!!!!!!!!! !! *!! !!!!!! !*!!! !

logo MNPVMTLVVSSGLTLAIYW IGAHYL ILDNDR IKS IVPSAMATDSMVSTAQAAKAGADI
V
A
KDR I

V
A
SVFSDMVVFSSYAMQVVMVGFMMMVAI F I I LPRALV

NTDB id 310841 DDV21 RS06905 WP 116877665.1 MNPVMTLVSSGLTLAIYWIGAHLIDRISVSAADMSQAAADVKDRVAVFSDMVVFSSYAMQVVMGFMMMVAIFIILPRALV 320
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus !!!!!!*!!!!!!!!!!!!!!*!* ! ** ** ! * * !!* !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!

logo SAGKR INEVLALDNSSTVHSFKEKYGSDKAKDTGNANQRKTGETVEVFHRDVSFRYASEKDNSERAVI EHVSFRSAEKASGEQTVAF IGSTGSGKSTLVNL ILPR
NTDB id 310841 DDV21 RS06905 WP 116877665.1 SAGRINEVLALDSTVSFKEKGDKTGNQTGTVVFRDVSFRYAEDSEAVIEHVSFRAESGQTVAFIGSTGSGKSTLVNLLPR 400
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
consensus !! !!!!!!!! !*!*!!! ! ! !*!!!!!! ! !!!!!!!! ! ! !!!!!!!!!!!!!!!!!!*!!

logo FYDAVTEGSWIKL IVDGI
V
D
K
I
V
Q
RDYSHDEDLNNSKI

VGYIPQKRAVLFSGTIRSNIAEFGQVSDSQATPLDDADKIWEALDELAQAKDNFVAEENKEKQG
NTDB id 310841 DDV21 RS06905 WP 116877665.1 FYDVTEGSILVDGVDIRDYSHEDLNSKIGYIPQKAVLFSGTIRSNIEFGVSSQTPLDDDKIWEALDLAQAKDFVANKEQG 480
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG 480
consensus !!! !!! ! *!!* * !!!!*!!! !*!!!!!*!!!!!!!!!!!! !! ! ! !!!! !!!!!!*!!!!! !! !! !

logo LDATEVAQGGTNFSGGQKQRLAIARALARKPE I L I FDDSFSALDYKTDRI LRENDNLAKKQTDKERMTKL IVAQR I STIMDADHQI L
NTDB id 310841 DDV21 RS06905 WP 116877665.1 LDAEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRENLAKQTDRMTKLIVAQRISTIMDADQIL 560
NTDB id 369 SMU RS04255 WP 002263293.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHIL 560
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! ! !!!!!!!!!!!!!!!!!*!!



logo VLDEQGKVVGQGTHKELLADNNDKI
VYQE IAYSQLSKEELENGK

NTDB id 310841 DDV21 RS06905 WP 116877665.1 VLDEGKVVGQGTHKELLADNKVYQEIAYSQLSKEELENGK 600
NTDB id 369 SMU RS04255 WP 002263293.1 VLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!! !!!!!!!!!!!!!! ! *!!!!!!!!!!!!!!!!!!
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